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Table S1. Experimental data used for generation of Venn diagrams.

Stress Cell exposure conditions Reference

Heat stress 20, 30, 60 min, a shift from from 34°C to 44°C 2,3
70 umol photons/(m2 s); 1% CO,

Cold stress 15, 20, 30 min, a shift from 34°C to 22°C 1,3,16
70 umol photons/(m2 s); 1% CO,

Salt stress 15, 20, 30 min, 0.5 M NacCl 3,5
70 umol photons/(m?s), 1% CO,

Osmotic stress 15, 20, 30, 60, 120 min; 0.5 M sorbitol 4,13
70 pmol photons/(m’s), 1% CO,

Light stress 15, 60 min a shift from 20 to 300 umol photons/(m2 s) 6,9
32°C; 1% CO,

Oxidative stress 15 min, 10 M methylviologen, 30°C, 50 umol photons/(m2 s), 1% CO, 9
15, 30 min; 3 mM H,0,; 30°C; 30 umol photons/(m2 s); 3,78 mM Na,CO;, 6,9,39

Redox 60 min, 10 uM DCMU at 20 and 300 pumol photons/(m2 s); 4,8
60 min, 10 uM DBMIB at 20 and 300 pumol photons/(m2 s); 30°C, 1% CO,

UVv-B UV-B (wavelength range 280-320 nm) at 20 umol photons/(m2 s) 7

Low pH 30°C; 30 umol photons/(m2 s); transfer from pH 8.0 to pH 2.5 without CO, 10,11

Venn diagrams were created using transcriptomics experimental data from studies of the responses of Synechocystis sp. strain PCC
6803 to heat and cold shock; salt, osmotic, light, UV-B, and oxidative stresses; and changes in the redox status of cells (Tables S2 and
S3). The exposure periods varied from 15 to 120 min; similar conditions were used in control tests. The same platform (Takara, Japan)
was used for DNA microarray transcriptomics data in all experiments with the exception of UV-B, which was analyzed with custom-
made DNA microarrays. Genes with at least two-fold changes transcription were selected for the analysis. A gene was assigned the rank
+1 if it was upregulated, —1 if it was downregulated, and 0 if its transcription remained unchanged. A gene was considered to be
induced by heat, salt, or osmotic stress if its rank was +1 in, at least, two experimental studies of the respective stressor. In case of light
stress, oxidative stress, or changes in the redox status of the photosynthetic ETC, a gene was considered to be induced if its rank was +1
in, at least, one respective experimental study. Venn diagrams were constructed with the InteractiVenn online tool
(http://www.interactivenn.net).
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Table S2. Genes that are highly induced by heat shock and other stressors in the cyanobacterium Synechocystis sp. strain PCC 6803

ORF Gene Protein Function Abiotic stressor Redox ROS
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! Genes that are induced by both heat and cold shock; 2 genes that are specifically induced by heat shock. “+” indicates the uncertainty in
the results: at least, one or more set of data give positive result, while another set(s) of data demonstrate(s) negative result. ORF, open
reading frame. Heat, heat stress (44°C); Salt, salt stress (0.5 M NaCl); Osmo, hyperosmotic stress (0.5 M sorbitol); Light, light stress (300
pmol photons/(m2 s)); UV, exposure to UVB; pH, lower pH ~4.0; DBMIB, 10 uM 2,5-dibromo-6-isopropyl-3-methyl-1,4-benzoquinone;
DCMU, 10 puM 3-(3,4-dichlorophenyl)-1,1-dimethylure; H,0,, 0.25 mM hydrogen peroxide.



Table S3. Genes that are highly induced by cold shock and other stressors in the cyanobacterium Synechocystis sp. strain PCC 6803

ORF Gene Protein Function Abiotic stressor Redox ROS
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! Genes that are induced by both cold and heat shock; RF, open reading frame; Cold, cold stress (22°C); Salt, salt stress (0.5 M NacCl);
Osmo, hyperosmotic stress (0.5 M sorbitol); Light, light stress (300 pumol photons/(m2 s)); UV, exposure to UVB; pH, lower pH ~4.0;
DBMIB, 10 pM 2,5-dibromo-6-isopropyl-3-methyl-1,4-benzoquinone; DCMU, 10 uM 3-(3,4-dichlorophenyl)-1,1-dimethylure; H,0,, 0.25
mM hydrogen peroxide.
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