	Pathway name
	KO identifier
	Number of transcripts
	Number of Mapped genes
	Number of Known genes

	Chemokine signaling pathway
	ko04062
	532
	115
	148

	T cell receptor signaling pathway
	ko04660
	473
	78
	88

	Platelet activation
	ko04611
	451
	78
	99

	Natural killer cell mediated cytotoxicity
	ko04650
	438
	76
	83

	Toll-like receptor signaling pathway
	ko04620
	367
	68
	76

	Leukocyte transendothelial migration
	ko04670
	340
	62
	77

	Fc gamma R-mediated phagocytosis
	ko04666
	331
	53
	64

	RIG-I-like receptor signaling pathway
	ko04622
	280
	46
	53

	B cell receptor signaling pathway
	ko04662
	278
	53
	58

	NOD-like receptor signaling pathway
	ko04621
	271
	44
	52

	Fc epsilon RI signaling pathway
	ko04664
	270
	39
	55

	Hematopoietic cell lineage
	ko04640
	232
	64
	80

	Cytosolic DNA-sensing pathway
	ko04623
	203
	44
	52

	Antigen processing and presentation
	ko04612
	188
	37
	41

	Complement and coagulation cascades
	ko04610
	133
	42
	71

	Intestinal immune network for IgA production
	ko04672
	130
	29
	39


