	Sr. No
	Accession No
	List of N linked Glycoproteins
	Mol Wt
(Da)
	Sequence Coverage (%)
	PLGS score
	No. of peptides

	1
	P11688
	Integrin alpha 5 
	114971
	31.8
	50257.39
	20

	2
	P11438
	Lysosome associated membrane glycoprotein 1 
	43837
	47
	564492.7
	33

	3
	P07147
	 (
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)5 6 dihydroxyindole 2 carboxylic acid oxidase 
	60722
	59.5903
	332966.1
	41

	4
	P09055
	Integrin beta 1 OS Mus musculus GN Itgb1 
	88173
	36.3409
	167930.6
	23

	5
	P57716
	Nicastrin 
	78442
	36.5819
	48242.5
	19

	6
	P11627
	Neural cell adhesion molecule L1 
	140880
	7.7778
	23570.55
	12

	7
	Q810U4
	Neuronal cell adhesion molecule 
	138434
	21.6561
	57001.54
	24

	8
	B2RXS4
	Plexin B2 
	206098
	10.8035
	22685.43
	17

	9
	Q8R2Y2
	Cell surface glycoprotein MUC18 
	71500
	41.2037
	115636
	29

	10
	P17047
	Lysosome associated membrane glycoprotein 2 
	45652
	46.2651
	263546.2
	20

	
11
	Q8R4G6
	Alpha 1 6 mannosylglycoprotein 6 beta N acetylglucosaminyltransferase A 
	84496
	22.973
	67600.34
	13

	
12
	P97797-2
	Isoform 2 of Tyrosine protein phosphatase non receptor type substrate 1 
	55962
	21.0216
	52027.81
	9

	13
	P43406
	Integrin alpha V 
	115287
	20.8812
	48403.57
	20

	14
	Q99P91
	Transmembrane glycoprotein NMB 
	63635
	18.8153
	395308.7
	20

	15
	Q8R5M8
	Cell adhesion molecule 1 
	49757
	27.8509
	100562.9
	11

	16
	P03386
	Envelope glycoprotein 
	73709
	43.0493
	643333.4
	57

	17
	P70699
	Lysosomal alpha glucosidase 
	106180
	27.5971
	19398.79
	15

	18
	Q8BTJ4
	Ectonucleotide pyrophosphatase phosphodiesterase family member 4 
	51578
	23.9035
	23812.07
	11

	19
	Q62470
	Integrin alpha 3 
	116671
	20.5128
	23991.29
	16

	20
	P29812
	L dopachrome tautomerase 
	58473
	56.6731
	645175.8
	71

	
21
	P97797
	Tyrosine protein phosphatase non receptor type substrate 1 
	56389
	15.2047
	10861.78
	4

	22
	Q63961
	Endoglin 
	69976
	20.6738
	20710.54
	8

	23
	Q6P5H2
	Nestin 
	206998
	4.2382
	9079.041
	8

	24
	P21995
	Embigin 
	37040
	33.9394
	24096.01
	9

	25
	P31793
	Glycoprotein 42 
	38753
	13.2022
	20164.47
	6

	26
	P24638
	Lysosomal acid phosphatase 
	48477
	20.331
	44702.55
	13

	27
	O35405
	Phospholipase D3 
	54354
	61.0656
	194517.8
	27

	
28
	O55026
	Ectonucleoside triphosphate diphosphohydrolase 2 
	54284
	9.2929
	15410.65
	4

	29
	P17439
	Glucosylceramidase 
	57585
	71.6505
	481562.9
	46

	30
	Q61739
	Integrin alpha 6 
	122082
	20.165
	54132.98
	24

	31
	P97300
	Neuroplastin 
	44345
	14.3577
	20286.52
	5

	32
	Q6P1B1
	Xaa Pro aminopeptidase 1 
	69547
	1.2841
	7834.75
	1

	
33
	P01899
	H 2 class I histocompatibility antigen D B alpha chain 
	40810
	40.6077
	107826.7
	31

	34
	Q9CQF9
	Prenylcysteine oxidase 
	56458
	29.3069
	25689.35
	15

	35
	P17182
	Alpha enolase 
	47111
	81.106
	783853.9
	80

	
36
	P24668
	Cation dependent mannose 6 phosphate receptor 
	31152
	49.6403
	95173.8
	13

	37
	P18572
	Basigin 
	42418
	21.5938
	54134.28
	11

	38
	P18242
	Cathepsin D 
	44925
	30.2439
	13810.47
	10

	39
	P41731
	CD63 antigen 
	25749
	12.605
	33342.82
	6

	40
	P09411
	Phosphoglycerate kinase 
	44521
	85.8513
	644562.8
	76

	41
	Q9D7N9
	Adipocyte plasma membrane associated protein 
	46404
	37.8313
	111331.5
	29

	42
	Q80V26
	Inositol monophosphatase 3 
	38591
	19.4
	54134.28
	11

	
43
	P01901
	H 2 class I histocompatibility antigen K B alpha chain 
	41275
	42.5474
	73271.76
	21

	44
	Q07797
	Galectin 3 binding protein 
	64449
	35.7019
	65878.52
	21

	45
	Q60928
	Gamma glutamyltranspeptidase 1 
	61523
	14.9648
	22335.62
	7

	46
	O89023
	Tripeptidyl peptidase 1 
	61303
	8.7189
	22046.43
	6

	47
	Q9QY33
	Tetraspanin 3 
	28030
	13.0435
	16465.94
	5

	48
	Q61207
	Sulfated glycoprotein 1 
	61381
	8.079
	5175.449
	3

	49
	Q8R464
	Cell adhesion molecule 4 
	42696
	22.4227
	15183.78
	10

	50
	Q9CQ88
	Tetraspanin 31 
	22678
	15.7143
	16975.69
	3

	51
	Q61490
	CD166 antigen 
	65051
	27.1012
	13207.23
	12

	52
	P03385
	Envelope glycoprotein 
	73254
	10.6767
	8469.573
	7

	
53
	Q9EQG7
	Ectonucleotide pyrophosphatase phosphodiesterase family member 5 
	54352
	20.9644
	14363.91
	5

	54
	P15379
	CD44 antigen 
	85564
	11.6967
	14251.49
	6

	55
	Q9JLC4
	VPS10 domain containing receptor 
	129549
	5.9983
	4217.124
	3

	56
	P10852
	4F2 cell surface antigen heavy chain 
	58300
	30.2281
	13921.2
	10

	57
	P10404
	MLV related proviral Env polyprotein 
	69568
	10.2964
	12721.06
	6

	58
	P16056
	Hepatocyte growth factor receptor 
	153450
	10.1523
	117265.7
	15

	59
	Q9WV54
	Acid ceramidase 
	44640
	28.1726
	52298.87
	10

	60
	P05202
	Aspartate aminotransferase mitochondrial 
	47381
	23.0233
	15299.08
	7

	61
	Q9JL56
	Glycerophosphodiester phosphodiesterase 1 
	37605
	15.1057
	8188.975
	4

	62
	Q61543
	Golgi apparatus protein 1 
	133645
	15.1489
	85576.75
	23

	63
	Q8C129
	Leucyl cystinyl aminopeptidase 
	117229
	14.7317
	42506.26
	16

	64
	P27046
	Alpha mannosidase 2 
	131547
	17.2174
	41917.06
	20

	65
	P29319
	Ephrin type A receptor 3 
	109884
	8.1384
	23019.5
	8

	66
	P19324
	Serpin H1 
	46504
	34.0528
	174517.1
	12

	67
	P10605
	Cathepsin B 
	37255
	13.5693
	21462.39
	5

	68
	Q8C7K6
	Prenylcysteine oxidase like 
	54840
	14.5455
	17934.37
	9

	69
	P51569
	Alpha galactosidase A 
	47611
	20.0477
	13871.99
	10

	70
	P28798
	Granulins 
	63413
	9.8472
	11563.8
	5

	71
	Q68ED2
	Metabotropic glutamate receptor 7 
	102153
	7.6503
	7510.57
	5

	72
	Q8CCH2
	NHL repeat containing protein 3 
	38171
	29.3948
	10897.99
	6

	73
	P59481
	VIP36 like protein 
	39855
	19.5965
	7970.65
	7

	74
	P11268
	Envelope glycoprotein 
	73036
	10.8271
	27719.32
	8

	75
	Q80UM7
	Mannosyl oligosaccharide glucosidase 
	91774
	24.2206
	51155.51
	23

	76
	Q8BFR4
	N acetylglucosamine 6 sulfatase 
	61135
	11.2132
	15910.57
	6

	77
	P31996
	Macrosialin 
	34795
	2.7607
	12025.75
	2

	78
	Q99KW9
	T cell immunomodulatory protein 
	67422
	10.6557
	9368.919
	4

	79
	P11344
	Tyrosinase 
	60567
	20.8255
	15392
	6

	80
	Q91YQ5
	Dolichyl diphosphooligosaccharide protein glycosyltransferase subunit 1 
	68485
	39.8026
	221176.4
	27

	81
	Q91ZV3
	Discoidin CUB and LCCL domain containing protein 2 
	83721
	9.883
	25506.2
	8

	82
	O09010
	Beta 1 3 N acetylglucosaminyltransferase lunatic fringe 
	41925
	1.8519
	6173.876
	1

	83
	Q8BWT1
	3 ketoacyl CoA thiolase mitochondrial 
	41803
	20.403
	15592.96
	6


 (
A.2
)  
	

Sr.No
	Accession No
	List of Non Glycosylated proteins
	Mol Wt
(Da)
	Sequence Coverage
(%)
	PLGS score
	No of peptides

	1
	Q6PFX2
	BEN domain containing protein 6 
	31250
	3.5587
	13218.58
	2

	2
	P26231
	Catenin alpha 1 
	100043
	23.9514
	70828.3
	17

	3
	Q99KI0
	Aconitate hydratase mitochondrial 
	85410
	23.2051
	27459.13
	12

	4
	Q9CZD3
	Glycine tRNA ligase 
	81825
	24.5542
	50106.4
	16

	5
	P50516
	V type proton ATPase catalytic subunit A 
	68282
	45.3809
	154051.9
	23

	6
	P38647
	Stress 70 protein mitochondrial 
	73415
	30.6333
	95063.91
	21

	7
	P63017
	Heat shock cognate 71 kDa protein 
	70827
	27.2446
	70985.49
	17

	8
	P23780
	Beta galactosidase 
	73074
	22.4111
	35343.25
	19

	9
	P63038
	60 kDa heat shock protein mitochondrial 
	60917
	48.1675
	201165.4
	33

	10
	P26638
	Serine tRNA ligase cytoplasmic 
	58351
	30.0781
	85737.27
	17

	11
	O35841
	Apoptosis inhibitor 5 
	56749
	24.8016
	15601.95
	9

	12
	Q91WQ3
	Tyrosine tRNA ligase cytoplasmic 
	59068
	17.2348
	12297.33
	8

	13
	P42932
	T complex protein 1 subunit theta 
	59517
	11.3139
	8575.732
	6

	14
	Q9DBG5
	Perilipin 3 
	47233
	19.9085
	28779.72
	11

	15
	P30416
	Peptidyl prolyl cis trans isomerase FKBP4 
	51539
	27.2926
	24982.04
	10

	16
	Q62465
	Synaptic vesicle membrane protein VAT 1 homolog 
	43068
	26.8473
	73951.55
	13

	17
	P60710
	Actin cytoplasmic 1 
	41709
	25.0667
	37118.16
	10

	18
	Q99JY0
	Trifunctional enzyme subunit beta mitochondrial 
	51353
	13.6842
	26215.2
	10

	19
	P54071
	Isocitrate dehydrogenase NADP mitochondrial 
	50873
	41.3717
	108399.5
	28

	20
	Q9CZU6
	Citrate synthase mitochondrial 
	51703
	15.7328
	42177.86
	10

	21
	P97370
	Sodium potassium transporting ATPase subunit beta 3 
	31755
	36.6906
	35580.05
	13

	22
	Q04447
	Creatine kinase B type 
	42686
	29.1339
	28509.35
	7

	23
	P62737
	Actin aortic smooth muscle 
	41981
	21.7507
	25771.89
	9

	24
	P29758
	Ornithine aminotransferase mitochondrial 
	48323
	20.2733
	16826.05
	10

	25
	Q9CR16
	Peptidyl prolyl cis trans isomerase D 
	40716
	15.4054
	13376.79
	6

	26
	P35486
	Pyruvate dehydrogenase E1 component subunit alpha somatic form mitochondrial 
	43203
	10
	13216.95
	5

	27
	Q8R127
	Saccharopine dehydrogenase like oxidoreductase 
	47099
	24.0093
	12581.08
	6

	28
	Q8C3X4
	Translation factor Guf1 mitochondrial 
	72417
	1.0753
	9879.933
	3

	29
	Q9Z2W0
	Aspartyl aminopeptidase 
	52173
	35.0951
	77588.3
	15

	30
	P47738
	Aldehyde dehydrogenase mitochondrial 
	56501
	18.8825
	27332.84
	11

	31
	P47740
	Fatty aldehyde dehydrogenase 
	53936
	22.1074
	26688.96
	6

	32
	P97427
	Dihydropyrimidinase related protein 1 
	62128
	9.6269
	18517.98
	7

	33
	P52825
	Carnitine O palmitoyltransferase 2 mitochondrial 
	73933
	13.6778
	17319.95
	9

	34
	Q9CWJ9
	Bifunctional purine biosynthesis protein PURH 
	64177
	19.5946
	16660.8
	8

	35
	P56480
	ATP synthase subunit beta mitochondrial 
	56265
	13.2325
	13314.11
	5

	36
	P29416
	Beta hexosaminidase subunit alpha 
	60574
	7.5758
	11742.42
	5

	37
	Q8BU33
	Acetolactate synthase like protein 
	68113
	10.6013
	11518.3
	7

	38
	Q4VAC9
	Pleckstrin homology domain containing family G member 3 
	148427
	2.3117
	10682.07
	3

	39
	Q9CWJ9
	Bifunctional heparan sulfate N deacetylase N sulfotransferase 1 
	64177
	19.5946
	16660.8
	8

	40
	Q80Y86
	Mitogen activated protein kinase 15 
	60641
	4.0073
	15444.51
	3

	41
	P62984
	Ubiquitin 60S ribosomal protein L40 
	14718
	12.5
	15230.87
	1

	42
	Q6X7S9
	EP300 interacting inhibitor of differentiation 2 
	25288
	4.2373
	10555.07
	1

	43
	P79457
	Histone demethylase UTY 
	136650
	10.396
	5887.595
	8

	44
	Q8CHG3
	GRIP and coiled coil domain containing protein 2 
	194324
	1.1316
	6735.159
	4

	45
	Q8CFI7
	DNA directed RNA polymerase II subunit RPB2 
	133824
	2.6405
	5763.228
	2

	46
	Q60821
	Zinc finger and BTB domain containing protein 17 
	86703
	2.7708
	12277.6
	2

	47
	P03995
	Glial fibrillary acidic protein 
	49869
	6.9767
	11367.81
	2

	48
	P40142
	Transketolase 
	67587
	13.6437
	9338.325
	4

	49
	Q61233
	Plastin 2 
	70104
	6.2201
	5420.106
	2

	50
	Q3UHU5
	Protein SOGA2 
	213729
	2.7249
	5347.286
	4

	51
	Q8R317
	Ubiquilin 1 
	61937
	15.8076
	5110.703
	5

	52
	P09103
	Protein disulfide isomerase 
	57022
	22.9862
	13032.31
	8

	53
	P32067
	Lupus La protein homolog 
	47726
	19.0361
	18883.41
	9

	54
	P70388
	DNA repair protein RAD50 
	153391
	4.8018
	17005.58
	6

	55
	P07724
	Serum albumin 
	68647
	2.1382
	31966.59
	2

	56
	P60335
	Poly rC binding protein 1 
	37473
	64.3258
	51737.37
	16

	57
	Q9CQM9
	Glutaredoxin 3 
	37754
	37.6855
	50325.54
	13

	58
	Q921H8
	3 ketoacyl CoA thiolase A peroxisomal 
	43925
	34.434
	36634.57
	9

	59
	P02535
	Keratin type I cytoskeletal 10 
	57734
	4.9123
	14171.03
	5

	60
	Q3UV17
	Keratin type II cytoskeletal 2 oral 
	62805
	7.4074
	11189.81
	3

	61
	Q99K85
	Phosphoserine aminotransferase 
	40446
	21.0811
	19504.36
	9

	62
	P28474
	Alcohol dehydrogenase class 3 
	39522
	34.492
	14040.82
	7

	63
	Q60668
	Heterogeneous nuclear ribonucleoprotein D0 
	38330
	12.1127
	10374.61
	3

	64
	O35435
	Dihydroorotate dehydrogenase quinone mitochondrial 
	42673
	41.0127
	10221.27
	10

	65
	Q8VD46
	Ankyrin repeat SAM and basic leucine zipper domain containing protein 1 
	52950
	10.7368
	9496.059
	3

	66
	Q8BH69
	Selenide water dikinase 
	42878
	22.7041
	9347.692
	6

	67
	Q920E5
	Farnesyl pyrophosphate synthase 
	40555
	29.1785
	8885.686
	6

	68
	Q8VDQ1
	Prostaglandin reductase 2 
	37990
	21.9373
	8060.816
	5

	69
	C3VPR6
	Protein NLRC5 
	149101
	3.5631
	7724.291
	3

	70
	P08730
	Keratin type I cytoskeletal 13 
	47724
	4.8055
	12170.43
	5

	71
	Q3TTY5
	Keratin type II cytoskeletal 2 epidermal 
	70879
	10.0424
	5982.607
	4

	72
	Q0QWG9
	Delphilin 
	131938
	2.7431
	7383.706
	3

	73
	P45376
	Aldose reductase 
	35709
	49.0506
	31151.6
	18

	74
	Q93092
	Transaldolase 
	37363
	24.9258
	24592.21
	10

	75
	Q9R0P3
	S formylglutathione hydrolase 
	31299
	34.7518
	12927.71
	7

	76
	Q9EQ06
	Estradiol 17 beta dehydrogenase 11 
	32859
	23.1544
	10790
	6

	77
	P97429
	Annexin A4 
	35893
	15.3605
	9064.208
	4

	78
	P38060
	Hydroxymethylglutaryl CoA lyase mitochondrial 
	34216
	19.0769
	6550.313
	6

	79
	P16110
	Galectin 3 
	27497
	29.5455
	70357.7
	14

	80
	P97371
	Proteasome activator complex subunit 1 
	28654
	47.3896
	48555.92
	13

	81
	Q922U2
	Keratin type II cytoskeletal 5 
	61728
	5.3448
	30783.38
	3

	82
	P04104
	Keratin type II cytoskeletal 1 
	65565
	8.4772
	30453.92
	7

	83
	Q6IFZ6
	Keratin type II cytoskeletal 1b 
	61321
	5.7692
	36476.17
	5

	84
	P97372
	Proteasome activator complex subunit 2 
	27040
	34.728
	21029.94
	9

	85
	Q6IFX2
	Keratin type I cytoskeletal 42 
	50101
	6.6372
	11289.09
	4

	86
	Q9JKY0
	Cell differentiation protein RCD1 homolog 
	33579
	13.3779
	15912.05
	6

	87
	Q6IFZ9
	Keratin type II cytoskeletal 74 
	54712
	14.7475
	26055.94
	3

	88
	Q9Z1Q5
	Chloride intracellular channel protein 1
	26995
	29.4606
	11008.25
	6

	89
	Q9CYZ2
	Tumor protein D54 
	24028
	27.7273
	8494.563
	5

	90
	Q8BIS8
	Coiled coil domain containing protein 126 
	15580
	8.5714
	8054.572
	1

	91
	P50518
	V type proton ATPase subunit E 1 
	26140
	11.9469
	7502.283
	3

	92
	Q99020
	Heterogeneous nuclear ribonucleoprotein A B 
	30812
	22.4561
	23350.31
	11

	93
	Q8BG05
	Heterogeneous nuclear ribonucleoprotein A3 
	39627
	29.2876
	18874.67
	16

	94
	Q6NXH9
	Keratin type II cytoskeletal 73 
	58874
	8.7199
	31932.68
	6

	95
	P62702
	40S ribosomal protein S4 X isoform 
	29579
	37.6426
	29782.13
	11

	96
	P97351
	40S ribosomal protein S3a 
	29865
	38.2576
	28037.05
	11

	97
	P62908
	40S ribosomal protein S3 
	26657
	41.5638
	27758.37
	10

	98
	Q9WV55
	Vesicle associated membrane protein associated protein A 
	27837
	26.9076
	13082.06
	7

	99
	Q9R1T2
	SUMO activating enzyme subunit 1 
	38595
	17.4286
	7452.403
	3

	100
	P50446
	Keratin type II cytoskeletal 6A 
	59298
	9.2224
	49420.44
	6

	101
	P25444
	40S ribosomal protein S2 
	31211
	30.0341
	16247.26
	7

	102
	Q6Y7W8
	PERQ amino acid rich with GYF domain containing protein 2 
	149101
	3.5631
	7702.786
	6






