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Supplementary Table B:
  List of LPHA interacting 
proteins   
)Sr. No
	Accession No
	List of N glycoproteins identified
	Mol wt (Da)
	Sequence coverage (%)
	PLGS score
	No of peptides

	1
	P11438
	Lysosome associated membrane glycoprotein 1 
	43837
	48%
	671379.6
	42

	2
	Q9CQ88
	Tetraspanin 31 
	22678
	19.00%
	23087.8
	3

	3
	P11688
	Integrin alpha 5 
	114971
	18.1387
	45165.63
	12

	4
	P41731
	CD63 antigen 
	25749
	29.8319
	37536.34
	7

	5
	Q8BY89
	Choline transporter like protein 2 
	80056
	13.4561
	8908.431
	6

	6
	P09055
	Integrin beta 1 
	88173
	33.7
	103525.2
	25

	7
	P07147
	5 6 dihydroxyindole 2 carboxylic acid oxidase 
	60722
	62.2
	948946.6
	74

	8
	P17047
	Lysosome associated membrane glycoprotein 2 
	45652
	42.7
	437169.4
	29

	9
	Q8R2Y2
	Cell surface glycoprotein MUC18 
	71500
	43.9
	203107.5
	25

	10
	P57716
	Nicastrin 
	78442
	40.4
	160480.1
	21

	11
	P27046
	Alpha mannosidase 2 
	78442
	40.3955
	160840.1
	21

	12
	Q99P91
	Transmembrane glycoprotein NMB 
	63635
	37.8049
	59526.79
	18

	13
	Q8BTJ4
	Ectonucleotide pyrophosphatase phosphodiesterase family member 4 
	51578
	36.1842
	54491.6
	15

	14
	P97797
	Tyrosine protein phosphatase non receptor type substrate 1 
	56389
	17.3489
	45886.25
	6

	15
	Q8R5M8
	Cell adhesion molecule 1 
	49757
	31.7982
	53136.91
	8

	16
	P29812
	L dopachrome tautomerase 
	58473
	52.9981
	279664.9
	32

	17
	P03386
	Envelope glycoprotein 
	73709
	27.5037
	412343.5
	24

	18
	P10852
	4F2 cell surface antigen heavy chain 
	58300
	52.2814
	62559.27
	15

	19
	Q63961
	Endoglin OS Mus musculus GN Eng PE 1 SV 2
	69976
	26.0337
	19952.58
	8

	20
	Q9EQG7
	Ectonucleotide pyrophosphatase phosphodiesterase family member 5 
	54352
	21.5933
	26331.22
	7

	21
	Q9JHJ3
	Lysosomal protein NCU G1 
	43775
	30.6931
	37140.32
	5

	22
	Q61009
	Scavenger receptor class B member 1 
	56717
	31.2377
	31430.85
	8

	23
	Q9CQF9
	Prenylcysteine oxidase 
	56458
	40
	55307.6
	14

	24
	P18572
	Basigin 
	42418
	32.9049
	65097.75
	10

	25
	P24668
	Cation dependent mannose 6 phosphate receptor 
	31152
	39.5683
	73276.82
	8

	26
	P97370
	Sodium potassium transporting ATPase subunit beta 3 
	31755
	38.4892
	86476.26
	11

	27
	Q62087
	Serum paraoxonase lactonase 3 
	39326
	46.0452
	82685.2
	14

	28
	Q9WV54
	Acid ceramidase 
	44640
	23.8579
	15804.84
	9

	29
	Q61207
	Sulfated glycoprotein 1 
	61381
	28.9048
	18912.1
	10

	30
	Q8R2Q8
	Bone marrow stromal antigen 2 
	19140
	30.814
	10596.16
	4

	31
	P21995
	Embigin OS Mus musculus GN Emb PE 1 SV 2
	37040
	34.5
	82699.8
	17

	32
	P24638
	Lysosomal acid phosphatase 
	48477
	22.4586
	20404.56
	9

	33
	O55026
	Ectonucleoside triphosphate diphosphohydrolase 2 
	54284
	21.8182
	12447.36
	6

	34
	Q61739
	Integrin alpha 6
	122082
	82.0348
	33724.59
	136

	35
	Q62470
	Integrin alpha 3 OS Mus musculus GN Itga3 PE 1 SV 1
	116671
	7.5024
	17121.37
	7

	36
	Q61543
	Golgi apparatus protein 1 
	133645
	2.9787
	6014.729
	3

	37
	P19324
	Serpin H1 
	46504
	55.3957
	196991.1
	19

	38
	P10605
	Cathepsin B 
	37255
	31.8584
	16111.52
	8

	39
	Q8R4G6
	Alpha 1 6 mannosylglycoprotein 6 beta N acetylglucosaminyltransferase A 
	84496
	14.5946
	33092.65
	10

	40
	P70699
	Lysosomal alpha glucosidase 
	106180
	26.4428
	24133.62
	13

	41
	P16056
	Hepatocyte growth factor receptor 
	153450
	9.4271
	27247.96
	11

	42
	Q62190
	Macrophage stimulating protein receptor 
	150423
	0.5806
	827.6927
	1

	43
	P15379
	CD44 antigen 
	85564
	5.527
	23473.64
	2

	44
	P17439
	Glucosylceramidase 
	57585
	46.6019
	48303.7
	18

	45
	Q8C7K6
	Prenylcysteine oxidase-like 
	54840
	15.5556
	9347.404
	5

	46
	P01899
	H 2 class I histocompatibility antigen D B alpha chain 
	40810
	22.6519
	22181.93
	8

	47
	Q9D7N9
	Adipocyte plasma membrane associated protein 
	46404
	41.4458
	35688.85
	15

	48
	P18242
	Cathepsin D 
	44925
	17.8049
	10346.07
	5

	49
	Q9DBH5
	Vesicular integral membrane protein VIP36 
	40404
	22.3464
	11562.43
	7
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	Sr. No
	Accession No
	List of non glycosylated proteins identified
	Mol Wt (Da)
	Sequence Coverage (%)
	PLGS Score
	No. of Peptides

	1
	Q9JIG8
	PRA1 family protein 2 
	19465
	6.1798
	8268.907
	1

	2
	P07724
	Serum albumin 
	68647
	2.1382
	12580.44
	1

	3
	Q99P72
	Reticulon 4 
	126534
	7.8313
	10348.5
	7

	4
	P20029
	78 kDa glucose regulated protein 
	72377
	33.7405
	44176.06
	25

	5
	P62984
	Ubiquitin 60S ribosomal protein L40 
	10.2656
	12.5
	8100.151
	1

	6
	P03995
	Glial fibrillary acidic protein 
	49869
	2.5581
	5385.082
	1

	7
	P35762
	CD81 antigen 
	25797
	9.7458
	5112.923
	2

	8
	P16858
	Glyceraldehyde 3 phosphate dehydrogenase 
	35787
	4.5045
	3692.161
	2

	9
	Q02053
	Ubiquitin like modifier activating enzyme 1 
	117734
	27.6938
	62534.44
	20

	10
	P31254
	Ubiquitin like modifier activating enzyme 1 Y 
	117962
	3.3081
	8200.77
	4

	11
	Q61316
	Heat shock 70 kDa protein 4 
	94073
	24.4946
	32554.36
	19

	12
	Q61699
	Heat shock protein 105 kDa 
	96346
	1.6317
	3182.715
	1

	13
	Q8BGQ7
	Alanine tRNA ligase cytoplasmic 
	106841
	21.5909
	19323.32
	14

	14
	P26231
	Catenin alpha 1 
	100043
	31.3466
	49250.22
	22

	15
	P03995
	Glial fibrillary acidic protein 
	49869
	2.5581
	5306.172
	1

	16
	Q80Y86
	Mitogen activated protein kinase 15 
	60641
	1.275
	18297.39
	1

	17
	Q99KI0
	Aconitate hydratase mitochondrial 
	85410
	19.4872
	30985.96
	15

	18
	Q9Z2I0
	LETM1 and EF hand domain containing protein 1 mitochondrial 
	82936
	11.1111
	13119.87
	5

	19
	Q91VR5
	ATP dependent RNA helicase DDX1 
	82447
	14.7297
	12142.59
	7

	20
	Q3TEA8
	Heterochromatin protein 1 binding protein 3 
	60829
	8.1227
	8977.472
	3

	21
	Q9CZD3
	Glycine tRNA ligase 
	81825
	22.085
	54204.27
	16

	22
	Q9CWJ9
	Bifunctional purine biosynthesis protein PURH 
	64177
	26.5203
	14996.06
	11

	23
	P52825
	Carnitine O palmitoyltransferase 2 mitochondrial 
	73933
	13.2219
	14868.24
	7

	24
	O88342
	WD repeat containing protein 1 
	66365
	17.4917
	12470.51
	7

	25
	O35841
	Apoptosis inhibitor 5 
	56749
	20.8333
	11874.88
	7

	26
	P52480
	Pyruvate kinase isozymes M1 M2 
	57808
	64.0301
	299455.6
	42

	27
	P63038
	60 kDa heat shock protein mitochondrial 
	60917
	57.0681
	167861.1
	27

	28
	P26638
	Serine tRNA ligase cytoplasmic 
	58351
	43.1641
	49282.3
	18

	29
	Q3TW96
	UDP N acetylhexosamine pyrophosphorylase like protein 
	56577
	25.4438
	12975.47
	9

	30
	Q9QY39
	PDZ domain containing protein 4 
	86764
	2.0725
	7376.592
	2

	31
	P27773
	Protein disulfide isomerase A3 
	56642
	5.3465
	5663.129
	2

	32
	O08749
	Dihydrolipoyl dehydrogenase mitochondrial 
	54238
	12.3772
	43965.46
	6

	33
	Q9Z2W0
	Aspartyl aminopeptidase 
	52173
	43.5518
	31591.61
	11

	34
	Q9DBG5
	Perilipin 3 
	47233
	43.2494
	28249.07
	14

	35
	P47738
	Aldehyde dehydrogenase mitochondrial 
	56501
	21.7726
	13883.52
	7

	36
	Q62465
	Synaptic vesicle membrane protein VAT 1 homolog 
	43068
	53.6946
	32433.72
	12

	37
	Q99JY0
	Trifunctional enzyme subunit beta mitochondrial 
	51353
	37.0526
	32043.04
	13

	38
	P09411
	Phosphoglycerate kinase 1 
	44521
	60.4317
	352112.7
	47

	39
	Q6IFZ6
	Keratin type II cytoskeletal 1b 
	61321
	4.1958
	17893.53
	3

	40
	Q8QZT1
	Acetyl CoA acetyltransferase mitochondrial 
	44787
	18.6321
	60598.59
	7

	41
	P54071
	Isocitrate dehydrogenase NADP mitochondrial 
	50873
	30.3097
	54399.73
	13

	42
	P60335
	Poly rC binding protein 1 
	37473
	34.8315
	49676.12
	9

	43
	P60710
	Actin cytoplasmic 1 
	41709
	20.2667
	29432.62
	8

	44
	P62737
	Actin aortic smooth muscle 
	41981
	29.9735
	21906.57
	11

	45
	Q922U2
	Keratin type II cytoskeletal 5 
	61728
	3.9655
	11534.75
	2

	46
	Q6IFZ6
	Keratin type II cytoskeletal 1b 
	61321
	7.6923
	78435.03
	5

	47
	Q6IFZ9
	Keratin type II cytoskeletal 74 OS Mus musculus GN Krt74 PE 2 SV 1
	54712
	5.4545
	65960.94
	5

	48
	O35435
	Dihydroorotate dehydrogenase quinone mitochondrial 
	42673
	42.2785
	23639.22
	9

	49
	Q9CQM9
	Glutaredoxin 3 
	37754
	17.5074
	18751.85
	7

	50
	Q921H8
	3 ketoacyl CoA thiolase A peroxisomal 
	43925
	31.1321
	17697.98
	7

	51
	Q9CR16
	Peptidyl prolyl cis trans isomerase D 
	40716
	19.4595
	15789.93
	7

	52
	P68040
	Guanine nucleotide binding protein subunit beta 2 like 1 
	35054
	26.8139
	8966.715
	6

	53
	Q61990
	Poly rC binding protein 2 
	38197
	11.0497
	12105.28
	3

	54
	P32067
	Lupus La protein homolog 
	47726
	13.9759
	11682.53
	5

	55
	P02535
	Keratin type I cytoskeletal 10 
	57734
	25.2632
	43557.86
	12

	56
	Q9DCL9
	Multifunctional protein ADE2 
	46976
	14.5882
	11532.12
	6

	57
	Q6PFX2
	BEN domain containing protein 6 
	31250
	8.5409
	10778.43
	4

	58
	Q61414
	Keratin type I cytoskeletal 15 
	49107
	1.5487
	4015.358
	2

	59
	Q9WTQ5
	A kinase anchor protein 12 
	180585
	8.4917
	8892.919
	8

	60
	Q9CRY7
	Glycerophosphodiester phosphodiesterase domain containing protein 1 
	35843
	14.9682
	22229.45
	5

	61
	Q920E5
	Farnesyl pyrophosphate synthase 
	40555
	11.898
	11387.13
	4

	62
	Q3TTY5
	Keratin type II cytoskeletal 2 epidermal 
	70879
	10.4668
	15813.93
	7

	63
	Q9D6R2
	Isocitrate dehydrogenase NAD subunit alpha 
	39613
	19.1257
	10480.8
	5

	64
	Q922Q8
	Leucine rich repeat containing protein 59 
	34855
	51.4658
	191606.4
	17

	65
	P97351
	40S ribosomal protein S3a 
	29865
	34.8485
	60378.13
	11

	66
	P62908
	40S ribosomal protein S3 
	26657
	43.6214
	43627.32
	13

	67
	Q8VED5
	Keratin type II cytoskeletal 79 
	57516
	1.3183
	2796.381
	2

	68
	P08226
	Apolipoprotein E 
	35844
	27.0096
	28538.04
	

	69
	Q99LC5
	Electron transfer flavoprotein subunit alpha mitochondrial 
	34987
	25.8258
	25841.91
	

	70
	Q6NXH9
	Keratin type II cytoskeletal 73 
	58874
	9.833
	40852.95
	5

	71
	P25444
	40S ribosomal protein S2 
	31211
	30.7167
	22950.28
	9

	72
	P97371
	Proteasome activator complex subunit 1 
	28654
	42.9719
	21442.53
	10

	73
	P08730
	Keratin type I cytoskeletal 13 
	47724
	8.238
	11038.25
	6

	74
	P97372
	Proteasome activator complex subunit 2 
	27040
	36.8201
	17681.31
	9

	75
	Q61425
	Hydroxyacyl coenzyme A dehydrogenase mitochondrial 
	34441
	16.242
	12370.78
	3

	76
	Q6IFX2
	Keratin type I cytoskeletal 42 
	50101
	4.2035
	9083.704
	2

	77
	Q9DCN2
	NADH cytochrome b5 reductase 3 
	34105
	22.2591
	11012.14
	5



