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Figure S-1 Depicting the PCA plot of all replicate acquisitions of different treatment are clustered
together suggesting the reproducibility of replicate acquisition.
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Figure S-2 A Standard Curve for Cholesterol Quantification
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Figure S-2 B Representative Chromatogram depicting the peak areas for cholesterol, desmosterol and
Cholest-4-en-one
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Figure S-2 C Spectral Matching with NIST Library for Cholesterol, Desmosterol and Cholest-4-en-one resp.
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