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Figure S1. Dose response curves of DPP-IV inhibition for the crude hydrolysate RC80 (A) and

the corresponding SEC fraction F5 (B). Inserted below are 1C50 values, 95% confidence

interval (C1) and R? value of the none-linear fit.
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Figure S2. MS (top) and MS/MS (bottom) spectra of the peptide eluted as peak 1.
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Figure S3. MS (top) and MS/MS (bottom) spectra of the peptide eluted as peak 2.
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Figure S4. MS (top) and MS/MS (bottom) spectra of the peptide eluted as peak 3.
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Figure S5. MS (top) and MS/MS (bottom) spectra of the peptide eluted as peak 4.
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Figure S6. MS (top) and MS/MS (bottom) spectra of the peptide eluted as peak 5.
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Figure S7. MS (top) and MS/MS (bottom) spectra of the peptide eluted as peak 6.
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Figure S8. MS (top) and MS/MS (bottom) spectra of the peptide eluted as peak 7.
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Figure S9. MS (top) and MS/MS (bottom) spectra of the peptide eluted as peak 8.
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Figure S10. MS (top) and MS/MS (bottom) spectra of the peptide eluted as peak 9.
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Figure S11. MS (top) and MS/MS (bottom) spectra of the peptide eluted as peak 10.
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Figure S12. MS (top) and MS/MS (bottom) spectra of the peptide eluted as peak 11.
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Figure S13. MS (top) and MS/MS (bottom) spectra of the peptide eluted as peak 12.
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Figure S14. MS (top) and MS/MS (bottom) spectra of the peptide eluted as peak 13.
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Figure S15. MS (top) and MS/MS (bottom) spectra of the peptide eluted as peak 14.
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Figure S16. MS (top) and MS/MS (bottom) spectra of the peptide eluted as peak 15.

Intens. 4 +MS, 21.5min #1274
x103-
] 279.1710
1.5
1.0
0.5 1
120.0820 |
1 233.1655 2794441
O.% L L L 1 . L
X103 +MS2(279.4441), 18.9661€V, 21.5min #1275
1.2
1200823
1.01
0.8 1
0.6 1
0.4 1
0.2 1
279.1695
86,0567 | | 233.1656
0.0 T T T T T T T l| T T T T T T T T T T T T T T T T T T T T T T T T 1 T T T T T T T T T T T T
50 75 100 125 150 175 200 225 250 275 m/z



Figure S17. MS (top) and MS/MS (bottom) spectra of the peptide eluted as peak 16.
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Figure S18. MS (top) and MS/MS (bottom) spectra of the peptide eluted as peak 17.
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Figure S19. MS (top) and MS/MS (bottom) spectra of the peptide eluted as peak 18.
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Figure S20. MS (top) and MS/MS (bottom) spectra of the peptide eluted as peak 19.
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