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Salt dependence
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Fig. S1 Salt content dependence for scattered intensity and Ry, at 6=90° for PS-6-SCPI-b-PEO
and SCPI-PS-PEO complexes with 0.05 (circles) and 0.6 (squares) mg/ml lysozyme at pH 7.
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Fig. S2 Salt content dependence for scattered intensity and Ry, at 6=90° for PS-SCPI-PEO and
SCPI-PS-PEO complexes with 0.05 (circles) and 0.6 (squares) mg/ml lysozyme at pH 3.



SANS parameters

Table S1a SANS extracted parameters from PS-b6-SCPI-H6-PEO (0.075 mg/ml) in D,O
at 0.01 M NaCl and pH 7 in the absence and presence of lysozyme (0.6 mg/ml).

Parameters/Sample | PS-b-SCPI-b-PEO PS-b-SCPI-6-PEO/
Lysozyme
R, (nm) 3.3+0.1 3.240.1
R;, (nm) 15.9+0.5 14.2+0.5
Ry (nm) 33.3+0.8 26.5+0.8
R g mic(nm) 7.6+0.2 6.1+0.2
o> 1.00+0.01 0.66+0.01
@"E0 (0.99:£0.2)x 102 (4.6+0.2)x102
a 1.4%0.1 1.30.1
B 1.2+0.1 1.2+0.1
N™ic 2142 2142
m<(em™1) 0.085+0.002 0.2120.01
G(em™) 0.98+0.02 9.1£0.1
Ry frac(nm) 5243 5243
d 2.5+0.1 2.7+0.1
NITae 2243 820460
weight % NPs 8.2+0.7 46+3
number % NPs 8.5+0.7 9745
R qpp(nm) 50+2 4942
NePP 2242 11010

Table S1b SANS extracted parameters from SCPI-5-PS-b-PEO (0.075 mg/ml) in
D,0 at 0.01 M NaCl and pH 7 in the absence and presence of lysozyme (0.6 mg/ml).

Parameters/Sample SCPL-b-PS-b- SCPI-b-PS-b-
PEO PEO/ Lysozyme
R, (nm) 7.1£0.3 6.9+0.3
R, (nm) 17.7+0.6 17.5+0.6
Ry (nm) 31.3+0.8 30.7+0.8
Ry mic(nm) 13.9+0.4 13.2+0.4
o (6.30.6)-10"! (6.7£0.6)-10°!
@"E0 (1.8+0.3)-10"! (1.8+0.3)-10"!
Paont (2.120.6)-10"! (1.940.6)-10"!
a 1.5+0.1 1.5+0.1
B 2.0+0.1 2.2+0.1
N™iC 182+10 16110
%SCPI out 66+5 6345
I"i(em™h 0.068+0.005 0.26+0.06
G(em™) 0.29+0.03 1.8+0.4
R frqc(nm) 43+6 54+4
d 3.2+0.2 3.3+0.2
NSTac 8.5+2 71£5
weight % mNPs 0.05+0.01 6.0+0.4
number % mNPs 1.0+£0.2 2.7+0.2
Ry app(nim 14+2 132




NAPP | 0.78+0.4 5.740.8

CD analysis

Table S2 Analysis of the secondary structure of lysozyme in the complexes with PS-5-SCPI-
b-PEO and SCPI-b-PS-b-PEO at 0.075 mg/ml polymer concentration, 0.01 M NaCl and pH 7.

SAMPLE a-helix (%) | B-sheet (%) | random coil (%)

LYSOZYME (0.5 mg/ml) 33 17 50
CLYS: 0.1 mg/ml 32 18 50

PS-b-SCPI-b-
PEO&LYS Crys= 0.3 mg/ml 32 18 50
Crys= 0.6 mg/ml 32 18 50
Crys= 0.1 mg/ml 33 18 49

SCPI-b-PS-b-
PEO&LYS Crys= 0.3 mg/ml 31 16 53
Crys= 0.6 mg/ml 32 18 50




