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Metal binding domain 1
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Metal binding domain 2
VEGMTCHSCTSTIEGKIGKLQGVQRIKVSLDNQEATIVYQPHLISVEEMKKQTEAMGFP
RVEGMTCHSCTSTTEGKVGKLQGVORTKVSLDNQEATIVYQPHLITAEETKKQTEAVGFP
KVEGMTCHSCTSTIEGKVGKLOGVQRIKVSLDNQEATIVFQPHLITAEEIKKQIEAVGFP
RIEGMTCHSCTTTIEGKIGKLKGIEKIKVVLETQEATIVYLPYLITVQTIIDQIAVAGFK
RIEGMVCLSCTTTIEGKIGKLKGVEKIKVSLESQEAAVVYLPYI ITVDETVKQIEVAGFK
RIEGHVCLSCTTTIEGKIGKLKGVEKIKVSLESQBAAVVYLPYIITVDEIVKQIEVAGPK
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Metal binding domain 3
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) Metal binding domain 6

VRGMTCASCVHKIESSLTKHRGILYCSVALATNKAHIKYDPEITIGPRDI IHTIESLGFEA
VRGMTCASCVHKIESTLTKHKGIFYCSVALATNKAHIKYDPEIIGPRDI IHTIGNLGFEA
VRGMTCASCVHKIESTLTKHKGIFYCSVALATNKAHIKYDPEIIGPRDI IHTIGSLGFEA
VRGMTCASCVHKIESSLMREKGI I YASVALATNKAHIKFDSETIGPRDI IKLIENLGFEA
VRGMTCASCVHKIESNLMKQKGILYASVALSTNKAHIKYDPEVTGPRDI IRLIENMGFTA
VRGHTCASCVHKIESIIEMKQKG ILYASVALSTNKAHIKYDPEVTGPRDIIRLIENMGFTA
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Phospharylation
DESLYIGI 'VAKKPGSTVIAGSINONGSLLICATHVGADTTLSQIVKLVEEAQTSKAP

DESLJTGEAMPVAKKPGS TVIAGSINONGSLLIRATHVGADTTLSQIVKLVEEAQTSKAP
DESL: KPGSTVIAGSINQNGSLLIRATHVGADTTLSQIVKLVEEAQTSKAP
DESL TKKLGSSVIAGSINQNGSLLVS. MDTTLSQIVKLVEEAQTSKAP
DESLJTGEAMPVTKKPGS TVIAGSINONGSLLIKATHVGTDTTLSQIVKLVEEAQTSKAP
DESL: KPGSTVIAGSINONGSLLIKATHVGTDTTLSQIVKLVEEAQTSKAP
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Transmembrane’ Phosphorylation
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THGTPVVNQVKVLVESNKISRNKILAIVGTAESNSEHPLGAAVTKYCKQELDTETLGTCT
THGTPVVNOVKVLVESNKISRNKILAIVGTAESNSEHPLGAAVTKYCKKELDTETLGTCT
TYGAPKVIQLKIVVEGNKMPRSRLLAIVGTAENNSEHPLGAAITKYCKQELGTESLGSCT
TYGAPKVVQVEMLAEGNRLPRSKLLAIVGTAENS SEHPLGAAITKYCKQELGTESLGTCT
TYGAPKVVQVKMLAEGNRLPRSKLLAIVGTAENS SEHPLGAAITKYCKQELGTESLGTCT
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