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Fig. S1. Effects of SISE intervention on food intake in SHR rats (A) and high salt diet WKY
rats (B); Effects of SISE intervention on body weights in SHR rats (C); Effects of SISE
intervention on water intake (D), the ratio of heart/body weight (E) and kidney/body weight (F)

in SHR and high-salt diet WKY rats.
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Fig. S2. The rarefaction curves approached the saturation plateau (A); SISE intervention did

not significantly alter the observed species (B) and weighted unifrac (C), indicating SISE

intervention did not affect the a and B diversity in SHR and high-salt diet WKY rats.
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Fig. S3. Validation of PLS-DA model based on faecal metabolic profiles, indicating no

overfitting phenomenon between each comparisons.
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Fig. S4. A heatmap of total detected differentially metabolites in each treatments, further
revealing SISE intervention alters the gut microbiota metabolome in SHR and high-salt diet
WKY rats.
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Fig. S5. SISE intervention did not significantly affect the levels of acetic acid (A), butyric acid
(B), and propionic acid (C) in feces. The short-chain fatty acids were extracted as previously
described, ! and determined by the GC-MS Agilent 6890 N GC coupled to Agilent 5973 N
Mass Selective Detector, with the column DB-17HT (30 m x 0.25 mm ID, 0.15 mm film).
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Fig. S6. Enrichment map highlighting major pathway upregulated or downregulated in the
kidney of high-salt diet WKY rats (A), high-salt diet WKY rats with SISE intervention (B), and
SHR rats with SISE intervention (C).
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SHR groups (n=5): ES— modes of rats in SHR groups
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SHR groups (n=5): ES+ modes of rats in SHR groups
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SHR+SISE groups (n=5): ES— modes of rats in SHR+SISE groups
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SHR+SISE groups (n=5): ES+ modes of rats in SHR+SISE groups
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WKY groups (n=6): ES— modes of rats in WKY groups
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WKY groups (n=6): ES+ modes of rats in WKY groups
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WKY+SISE groups (n=5): ES— modes of rats in WKY+SISE groups
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WKY+SISE groups (n=5): ES+ modes of rats in WKY+SISE groups

B Survey fom 23_pos 1 il (swmple 1) - 23568
100%

Noms 1716

10378

X ntonsty (o1 507
8

Tore mie

1032 MoX

% Intonsiy (of 7.107]
]

1502

nan
H

s

5%

0%

Tore mie

8

% Inconsity (of 7.
]

0387

Kl L3 (3 £ £ £ [ (3 ®

Tore mie

20



DK Sorvey o T1_pos 1w (swmple 1) 11_pea.
100%

10022
%

L

K ntensty (o 7767

nsm

nazr

12519 12718

o8

m
%

nes

X ntonsty (o107

nae

sz
I

Tore mie

21




WKY+SA groups (n=8): ES— modes of rats in WKY+SA groups
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WKY+SA groups (n=8): ES+ modes of rats in WKY+SA groups
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WKY+SA+SISE groups (n=9): ES— modes of rats in WKY+SA+SISE groups
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WKY+SA+SISE groups (n=9): ES+ modes of rats in WKY+SA+SISE groups
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