
Mapping of the Nanobody Binding Sites by NMR

Overlays of the 1H,15N-TROSY spectra of MBD1-6 recorded with (color) and
without the Nanobody (black) are shown. Nanobody ID is in the upper left
corner. Signals of the amino acid residues showing chemical shift change or
intensity loss are labeled. Residue numbering corresponds to the MBD1-6
construct used in the experiments, including the N-terminal AGH sequence
retained from the purification tag, and is shifted by +3 relative to the wild type
ATP7B sequence.
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