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Figure S1 The most enriched GO terms between HP_C and nHP_C. a, biological process; b, molecular function.
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structural constituent of ribosome

Figure S2 The most enriched GO terms between HP_M and nHP_M. a, biological process; b, cellular component; ¢, molecular function.
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Figure S3 The most enriched GO terms between nHP_M and nHP_C. &, biological process; b, cellular component; ¢, molecular function.



Figure S5 The quality and the quantity of the RNA samples were checked by using Agilent 2100 Bioanalyzer System,

agarose gel electrophoresis and NanoDrop Lite Spectrophotometer.

Sample: HP_C-1 Sample: HP_C-2
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Overall Results for sample 9 : R14040062 Overall Results for sample 6 : R14030314

WO e RNA Area: 1124

RNA Concentration: 163 ng/ud RNA Concentration: & ng/ul

(RNA Ratio 25 / 16s); 20 (RNA Ratio [256 / 184 2

RNA Integrity Number (RIN): 95 (8.02.08) RNA Integrity Number (RIN): 94 (8.02.08)

Result Flagging Color: 1 Result Flagging Color: =

Result Flagging Label: RIN: 9.50 Resut Flagging Labe: RN: 3.40
Fragment table for sample 9 :  R14040062 Fragment table forsample 6 : _R14030314

Name Start Time [s] End Time [s] Area % of total Area Name Start Time[s] End Time[s] Area % of total Area
185 4168 an s A7 188 489 234 27 184

258 4606 4801 72 420 258 495 4659 82 B4




Sample: HP_M-1
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Overall Results for sample 10 : R14040063
RNA Area: 150.7

RNA Concentration: 135 ng/ul

rRNA Ratio [25s / 18s): 21

RNA Integrity Number (RIN): 9.1 (8B.02.08)

Result Flagging Color: ==l

Result Flagging Label: RIN: 9.10
Fragment table for sample 10 :  R14040063

Name Start Time [s] End Time [s] Area % of total Area
188 4161 4308 273 181
258 4545 4803 563 374
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Overall Results for sample 7 : R14030315
RNA Area: 1262

RNA Concentration: 77 ngfl

rRNA Ratio [255 / 18g]: 21

RNA Integrity Number (RIN): 96 (B.02.08)

Result Fiagging Color: 1

Result Fiagging Label: RIN: 9.60
Fragment table forsample 7 :  _R14030315

Name StartTime[s] End Time[s] Area % of total Area
188 4054 4204 %55 22

258 &78 4584 M1 &3



Sample: nHP_C-1

Sample: nHP_C-2

R14040060 R14040061
FU
[FU]_ | ; [FU] :
[ ' | 50+ I :
| | | |
| 40 - :
404 | ‘ o : |
| | [ :
204 | ' . 20 | i
‘ | 04| | " |
| | G | ‘ |
o SN -; o+— e ;
T T T R TR L S
15 20 25 30 35 40 45 S0 55 [¢) L 20 2% 30 % 49 4% 0 5 [
Overall Results for sample 7 : ~ R14040060 Overall Results for sample 8 : R14040061
RNA Area: 1502 RNA Area: 1545
RNA Concentration: 135 ng/ul RNA Concentration: 138 ng/l
fRNA Ratio [25s / 18s): 20 rRNA Ratio [25s / 18s]: 20
; RNA Integrity Number (RIN): 89 (B.02.08)
RNA Integrity Number (RIN): 9.2 (8.02.08)
Result Flagging Color: Result Flagging Color: [—
Result Flagging Label: RIN: 9.20 Result Flagging Label: RIN: 8.90
Fragment table for sample 7 : _R14040060 Fragment table for sample 8 :  R14040061
Name Start Time [s] End Time [s] Area % of total Area
::e,m f::t'ﬂme (s] g:,m (¢] g? ?:;'WW 185 4186 415 %7 173
3 . 258 4592 4790 522 338

258 46.01 48.21 549 366



Sample: nHP_M-1 Sample: nHP_M-2

R14040058 R14040059
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Overall Results for sample 5 : R14040058 — Overall Results for sample 6 : R14040059

ok A 199 RNA Area: 1176
50 : 125 nghd RNA Concentration: 105 ng/yl
rRNA Ratio (255 / 18s]: 8 ﬁm”m}m 9L: (8.0208)
RNA Number (RIN): 96 (8.02.08 -
m"‘m po (RIN) :‘] ) Resut Flagging Coler: —1
Result Flagging Label: RIN: 9.60 iR 25 " = 98.601 4040059
Fragment table for sample 5 :  R14040058 T - st
Name Start Time [s] End Time [s] Area % of total Area
:‘sasm ‘s:ar;t Time [s] End The [s] g:a ;:1“ total Area 188 4158 a4 29 203
258 4614 48.08 455 387

258 46.14 48.3% %5 397




Agarose gel electrophoresis test

Note: Lane M, Trans2KPlus Marker; Lane 1, HP_C-1; Lane 2, HP_M-1.



Agarose gel electrophoresis test

Note: Lane M, Trans2KPlus Marker; Lane 1, nHP_M-1; Lane 2, nHP_M-2; Lane 3,
nHP_C-1;; Lane 4, nHP_C-2; ; Lane 5, HP_C-2; ; Lane 6, HP_M-2.



Sample name Sample ID Concentratio 25S5/18S RNA integrity Inspection

n (ng/uL) number (RIN)

HP_C-1 R14040062 1220 2.279 0.366 2.0 9.5 Pass

HP_C-2 R140303 690.00 2.161 0.926 2.1 9.4 Pass
14

HP_M-1 R14040063 1984 2.238 0.563 2.1 9.1 Pass

HP_M-2 R140303 1540.00 2.167 2.172 2.1 9.6 Pass
15

nHP_M-1 R14040058 2074 1.945 1.087 2.0 9.6 Pass

nHP_M-2 R14040059 1848 1.929 0.857 1.9 9.6 Pass

nHP_C-1 R14040060 2198 1.882 0.646 2.0 9.2 Pass

nHP_C-2 R14040061 1562 2.189 0.263 2.0 8.9 Pass




