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Figure S1: Construction of fusion egfp-mexB  
 

Figure S2: DNA sequence of egfp-mexB  
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Fig. S1: The schematic outlines construction of fusion egfp-mexB gene.  (A): (I) The ds-egfp 
gene is amplified using EGFP plasmid as a template, and both egfp P1 (5’-
CTTGTCGACAAGGGGATCCACCATGGTGAGCAAGG-3’) and egfp P2 (5’-
CAATGAAAAACTTCGACATCTTGTACAGCTCGTCCATGC-3’) as primers. (II) The coding 
strand of egfp gene (ss-egfp) is generated using the amplified ds-egfp gene as the template 
and egfp P1 as the primer.  (B): (I) The ds-mexB gene is produced using genomic DNA of P. 
aeruginosa as a template, and both mexB P1 (5’-
GCATGGACGAGCTGTACAAGATGTCGAAGTTTTTCATTG-3’) and mexB P2 (5’-
GATAAGCTTATCATTGCCCCTTTTCGAC-3’) as primers.  (II) The template strand of mexB 
gene (ss-mexB) is created using the ds-mexB as a template, and mexB P2 as a primer.  (III) 
By mixing the ss-egfp with ss-mexB, it creates 20 base-pair (bp) ds-DNA that links the ss-
egfp with ss-mexB, which is used as a template to generate and amplify egfp-mexB fusion 
gene using both egfp P1 and mexB P2 as primers.  (IV) The purified egfp-mexB gene and (C) 
vector (pMMB67EH) are digested by a pair of restriction enzymes (SalI/HindIII).  The 
digested and purified egfp-mexB gene is inserted into the digested vector (pMMB67EH) to 
produce pMMB67EH-EGFP-MexB vector via ligation.   
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CTTGTCGACAAGGGGATCCACCatggtgagcaagggcgaggagctgttcaccggggtggtgcccatcctggtcgagctggac
ggcgacgtaaacggccacaagttcagcgtgtccggcgagggcgagggcgatgccacctacggcaagctgaccctgaagttcatctgcacc
accggcaagctgcccgtgccctggcccaccctcgtgaccaccctgacctacggcgtgcagtgcttcagccgctaccccgaccacatgaagc
agcacgacttcttcaagtccgccatgcccgaaggctacgtccaggagcgcaccatcttcttcaaggacgacggcaactacaagacccgcgc
cgaggtgaagttcgagggcgacaccctggtgaaccgcatcgagctgaagggcatcgacttcaaggaggacggcaacatcctggggcaca
agctggagtacaactacaacagccacaacgtctatatcatggccgacaagcagaagaacggcatcaaggtgaacttcaagatccgccaca
acatcgaggacggcagcgtgcagctcgccgaccactaccagcagaacacccccatcggcgacggccccgtgctgctgcccgacaaccac
tacctgagcacccagtccgccctgagcaaagaccccaacgagaagcgcgatcacatggtcctgctggagttcgtgaccgccgccgggatc
actctcggcatggacgagctgtacaagatgtcgaagtttttcattgataggcccattttcgcgtgggtgatcgccttggtgatcatgctcgcgggcg
gcctgtcgatcctcagtctgccggtcaaccagtacccggccatcgccccgccggccatcgccgtgcaggtgagctacccgggcgcctcggcc
gagacggtgcaggacaccgtggtccaggtgatcgagcagcagatgaacgggatcgacaatctgcgctacatctcctcggagagtaactccg
acggcagcatgaccatcaccgtgaccttcgaacagggcaccgaccccgacatcgcccaggtccaggtgcagaacaagctgcaactggcc
accccgctactgccgcaggaagtgcagcgccaggggatccgggtgaccaaggcggtgaagaacttcctcatggtggtcggtgtggtttccac
cgacggcagcatgaccaaggaagacctgtcgaactacatcgtttccaacatccaggacccactctcgcggaccaagggcgtcggtgacttc
caggtgttcggctcgcagtactcgatgcgcatctggctcgacccggccaagctgaacagctaccagctgacccccggcgacgtgagcagcg
cgatccaggcgcagaacgtgcagatttcctccggccagctcggcggcttgccggcggtcaagggccagcagctcaacgccaccatcatcgg
caagacccgcctgcagaccgcggagcaattcgagaacatcctgctcaaggtcaatcccgacggttcccaggtgcgcctgaaggacgtcgc
cgatgtaggcctgggcggccaggactacagcatcaacgcgcagttcaacggcagcccggcgtccggtatcgcgatcaagctggccaccgg
cgccaacgcgctggataccgccaaggcgatccgccagaccatcgccaacctggaaccgttcatgccgcagggcatgaaggtggtctaccc
gtacgacaccaccccggtggtctcggcctcgatccatgaggtagtgaagaccctcggcgaggcgatcctcctcgtgttcctggtgatgtacctgt
tcctgcagaacttccgcgccacgctgatcccgaccatcgccgtaccggtggtgctgctggggaccttcggcgtgctcgccgcgttcggcttctcg
atcaacaccctgaccatgttcggcatggtgctggccatcggcttgctggtggacgacgccatcgtggtggtggagaacgtcgagcgggtgatg
gccgaggaaggcctgtcgccaagggaggcggcgcgcaagtccatgggccagatccagggcgcgctggtcggtatcgccatggtgctctcg
gcggtattcctgccgatggcgttcttcggcggctccaccggggtgatctaccggcagttctccatcaccatcgtgtcggccatggccctctcggtg
atcgtggcgctgatcctcaccccggcgctctgcgcgaccatgctcaagccgatcgagaaaggcgaccatggcgagcacaagggcggcttct
tcggctggttcaaccggatgttcctttccaccacccacggctacgagcggggcgtggcgtcgatcctcaagcatcgcgcgccgtacctgctgat
ctacgtggtgatcgtggccgggatgatctggatgttcacccgcattcccaccgcgttcctccccgacgaggaccagggcgtactgttcgcccag
gtacagaccccgccgggctccagtgccgagcgtacccaggtggtggtggactcgatgcgcgaatacctgctggagaaggaaagctcttcgg
tcagctcggtgttcaccgtgaccggcttcaacttcgccggccgcggccagagttcgggcatggcgttcatcatgctcaagccctgggaagagc
gtcccggtggcgagaacagcgtgttcgaactggccaagcgcgcgcagatgcacttcttcagcttcaaggacgcgatggtgttcgccttcgcgc
cgccgtcggtactggaactgggtaacgccaccggcttcgacctgttcctccaggaccaggcgggtgtcggccacgaagtcctgctccaggcg
cgcaacaagttcctcatgctcgccgcgcagaacccggcgctgcaacgcgtgcgccccaacggcatgagcgacgaaccgcagtacaagct
ggagatcgacgacgagaaggccagcgccctcggcgtgtcccttgccgacatcaacagcaccgtgtccatcgcctggggttccagctacgtc
aacgatttcatcgaccgtggccgggtcaagcgggtctacctgcagggcaggccggacgcgcggatgaacccggacgacctgagcaagtg
gtacgtgcgcaacgacaagggcgagatggtgccgttcaacgccttcgccaccggcaagtgggaatacggttcgccgaagctggagcgcta
caatggcgtgccggcgatggagatcctcggcgagccggcgcccggcctgagttccggtgacgccatggcggcggtcgaggagatcgtcaa
gcaattgccgaaaggcgttggctactcctggaccggcctgtcctacgaggagcgcttgtccggctcgcaggcgccggcgctgtatgcgctgtc
gctgctggtggtgttcctctgcctggcggccctgtacgaaagctggtcgattccgttctcggtgatgctggtggtgccgttgggcgtgatcggtgcg
ctgctggcgacgtccatgcgcggcctgtccaacgacgtgttcttccaggtgggcctgttgacgaccatcggcctgtcggcgaagaacgccattc
tcatcgtggagttcgccaaggagctgcacgagcagggcaagggcatcgtcgaggcggccatcgaagcctgccgcatgcgtctgcggccga
tcgtgatgacctccctggcgttcatcctcggcgtggtcccgctggcgatctccaccggcgccggctcgggcagccagcatgcgatcggtaccg
gcgtgatcggcggcatggtcactgcgaccgtcctggcgatcttctgggtaccgctgttctacgtggcggtcagcacgctgttcaaggacgaggc
gtccaagcagcaggcgtccgtcgaaaaggggcaaTGATAAGCTTATC 
 
 

Fig. S2: DNA sequence of egfp-mexB constructed and purified as described in the main text 
and sequenced using DNA sequencer (Applied Biosystem, 3730xl DNA Analyzer). Start 
codon of ATG and stop codon of TGA are marked in red and green, respectively. The 
underlined GTCGAC and AAGCTT are SalI and HindIII sties, respectively. 
 

 


