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Table S1. Labeling efficiency of the thiol peptides from BSA derivatized by IMP and IPP.

No of Labeling efficiency/%
No Position Peptide sequence

cysteines IMP IPP
1 76-88 K.TCVADESHAGCEK.S 2 90.4 90.8
2 89-100 K.SLHTLFGDELCK.V 1 100 100
3 106-117 R.ETYGDMADCCEK.Q 2 100 100
4 118-130 K.QEPERNECFLSHK.D 1 100 66.2
5  118-138 K.QEPERNECFLSHKDDSPDLPK.L 1 100 100
6 123-130 R.NECFLSHK.D 1 100 100
7 123-138 R.NECFLSHKDDSPDLPK.L 1 100 100
8 139-151 K.LKPDPNTLCDEFK.A 1 100 100
9 139-155 K.LKPDPNTLCDEFKADEK.K 1 100 100
10 139-156 K.LKPDPNTLCDEFKADEKK.F 1 100 100
11 184-197 K.YNGVFQECCQAEDK.G 2 100
12 198-204 K.GACLLPK.I 1 100 100
13 223-228 R.CASIQK.F 1 100 100
14 267-285 K.ECCHGDLLECADDRADLAK.Y 3 100 100
15 286-297 K.YICDNQDTISSK.L 1 100 100
16 298-309 K.LKECCDKPLLEK.S 2 86.1 100
17 300-309 K.ECCDKPLLEK.S 2 100 100
18  310-318 K.SHCIAEVEK.D 1 100 100
19 310-340 K.SHCIAEVEKDAIPENLPPLTADFAEDKDVCK.N 2 100
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Table S2. The recognized thiol peptides from a-transferrin respectively derivatized by IAA, IMP, or IPP.

No of
No Position Peptide sequence IAA IMP IPP
cysteines
1 27-37 R.WCTISTHEANK.C 1 \/ \ \
2 38-47 K.CASFRENVLR.I 1 \
3 48-59 R.ILESGPFVSCVK.K 1 \/ \ \
4 48-60 R.ILESGPFVSCVKK.T 1 \/ \ \
5 60-68 K.KTSHMDCIK.A 1 \
6 61-68 K.TSHMDCIK.A 1 V
7 132-142 R.GKKSCHTGLGR.S 1 \ \
8 134-142 K. KSCHTGLGR.S 1 \
9 134-152 K. KSCHTGLGRSAGWNIPMAK.L 1 \
10 167-187 R.AAANFFSASCVPCADQSSFPK.L 2 \
11 188-195 K.LCQLCAGK.G 1 \ \
12 196216 K.GTDKCACSNHEPYFGYSGAFK.C 2 \
13 244-256 R.KNYELLCGDNTRK.S 1 \
14 245-255 K.NYELLCGDNTR.K 1 \ \ \
15 245-256 K.NYELLCGDNTRK.S 1 \ \ \
16 256-277 R.KSVDDYQECYLAMVPSHAVVAR.T 1 \/ \ \
17 257277 K. SVDDYQECYLAMVPSHAVVAR.T 1 \ V \
18 351-365 R.ESKPPDSSKDECMVK.W 1 \ V \
19  366-374 K.WCAIGHQER.T 1 \/ \/ V
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42 683-694 R.AMTNLRQCSTSK.L

43 695-704 K.LLEACTFHKP.
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Figure S1. MALDI-TOF MS spectra of peptides CDPGYIGSR, LEACTFRRP, MECFG, and

ALVCEQEAR respectively derivatized by IPP.
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Figure S2. MALDI-TOF MS spectra of peptide CDPGYIGSR derivatized by IMP

respectively stored at room temperature for 1 h, 6 h, 24 h, 72 h, and 168 h.
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Figure S3. MALDI-TOF MS spectra of peptide CDPGYIGSR derivatized by IPP

respectively stored at room temperature for 1 h, 6 h, 24 h, 72 h, and 168 h.
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Figure S4. MALDI-TOF MS spectra of equimolar mixture of IAA, IMP, and IPP derivatized

peptides CDPGYIGSR (a), LEACTFRRP (b), MECFG (c), and ALVCEQEAR (d).
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Figure S5. CID product ion mass spectra of the peptide CDPGYIGSR respectively

derivatized by IAA (a), IMP (b), and IPP (c).



