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Fig. S1. Excess HTL promoted protein homocysteinylation in HEK293T cells.  

HEK293T cells were cultured with or without 1mM HTL. (A) Homocysteinylation was increased by extending 

treated time. (B) Tri-methylation has been affected by excess HTL. 

 

 

Fig. S2. Quantification results of multiple types of modifications on histone H3. (A)(B)(C)(D) Relative (gray) and 

absolute (color) quantification of multiple modifications of peptide K9-R17. (C)(D) Relative (gray) and absolute 

(color) quantification of multiple modifications of peptide K27-R40. 
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Table S1.List of histone H3 peptides and their post-translational modifications 

Peptide sequence Modification [M+H]+ 

Peptide(3-8) K4(Me0)  816.45674 

T3KQTAR8  K4(Me1)  830.4724 

Peptide(9-17) K9(Me0)K14(Ac0)   1069.59938 

K9STGGKAPR17 K9 (Me0)K14(Ac1)  1055.58372 

 K9 (Me1)K14 (Ac0)   1083.61504 

 K9 (Me1)K14(Ac1)   1069.59938 

 K9 (Me2)K14(Ac1)    1027.58882 

 K9 (Me3)K14(Ac0)   1055.62008 

 K9 (Ac1)K14(Ac0)  1055.5844 

  K9 (Ac1)K14(Ac1)  1041.56808 

Peptide(18-26) K18(Me0)K23(Me0)   1154.6892 

K18QLATKAAR26 K18(AC0)K23(Ac1)   1140.6735 

  K18(AC1)K23(Ac1)   1126.6579 

H3.1 Peptide(27-40) K27(Me0)K36(Me0) 1657.93766 

K27SAPATGGVKKPHR40 K27(Me0)K36(Me1) 1671.95332 

 K27(Me1)K36(Me0) 1671.95332 

 K27(Me0)K36(Me2) 1629.94274 

 K27(Me2)K36(Me0) 1629.94274 

 K27(Me1)K36(Me2) 1643.9584 

 K27(Me2)K36(Me1) 1643.9584 

 K27(Me3)K36(Me0) 1643.9584 

 K27(Ac1)K36(Me0) 1643.9288 

 K27(Me1)K36(Me1) 1685.96898 

 K27(Me1)K36(Me3) 1657.97358 

 K27(Me3)K36(Me1) 1657.97358 

 K27(Ac1)K36(Me1) 1657.9384 

 K27(Me2)K36(Me2) 1601.94786 

 K27(Me3)K36(Me2) 1615.9642 

  K27(Ac1)K36(Me2) 1615.9275 

Peptide(54-63) K56(Ac0) 1362.76274 

Y54QKSTELLIR63 K56(Ac1) 1348.74709 

Peptide(73-83) K79(Me0)  1447.74132 

E73IAQDFKTDLR83 K79(Me1)  1461.75702 

 K79(Me2)  1419.74652 

  K79(ac1)  1433.7271 

 

 

 

 

 

 

 



 


