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Figure S1 - Mean spectrum (green) per category with respective standard deviation 
bands (blue) obtained for lrHPV (A); and, hrHPV (B) cervical cytology specimens. 
To demonstrate that H2O was significantly excluded from these samples, (C) shows 
regions (Amide I and 3400 cm-1, likely to be influenced if there was aqueous 
contamination. Amide I lefthand shoulder shows no splitting and there is no 
rounding to the peak at 3400 cm-1, suggesting that the samples are H2O-free. 
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Figure S2 - Mean spectrum (green) per category with respective standard deviation 
bands (blue) obtained for ≤29 y (A); and, >30 y (B) cervical cytology specimens. 
To demonstrate that H2O was significantly excluded from these samples, (C) shows 
regions (Amide I and 3400 cm-1, likely to be influenced if there was aqueous 
contamination. Amide I lefthand shoulder shows no splitting and there is no 
rounding to the peak at 3400 cm-1, suggesting that the samples are H2O-free. 

1000 1200 1400 1600 18000

0.2

0.4

0.6

0.8

1

Wavenumber (cm-1)

A
bs

or
ba

nc
e 

(a
.u

)

1000 1200 1400 1600 18000

0.2

0.4

0.6

0.8

1

Wavenumber (cm-1)
A

bs
or

ba
nc

e 
(a

.u
)

C	  

1000 2000 3000 40000

0.05

0.1

0.15

0.2

Wavenumber (cm-1)

Ab
so

rb
an

ce
 (a

.u
)

 

 

<29 y
>30 yA)          B)             C) 



S4	  

Figure S3 - Mean spectrum (green) per category with respective standard deviation 
bands (blue) obtained for ≤29 y (A); and, >30 y (B) normal cervical cytology 
(NCC) specimens. To demonstrate that H2O was significantly excluded from these 
samples, (C) shows regions (Amide I and 3400 cm-1, likely to be influenced if there 
was aqueous contamination. Amide I lefthand shoulder shows no splitting and there 
is no rounding to the peak at 3400 cm-1, suggesting that the samples are H2O-free. 
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Figure S4 - Mean spectrum (green) per category with respective standard deviation 
bands (blue) obtained for ≤29 y (A); and, >30 y (B) low-grade cervical cytology 
(LG) specimens. To demonstrate that H2O was significantly excluded from these 
samples, (C) shows regions (Amide I and 3400 cm-1, likely to be influenced if there 
was aqueous contamination. Amide I lefthand shoulder shows no splitting and there 
is no rounding to the peak at 3400 cm-1, suggesting that the samples are H2O-free. 
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Figure S5 - Mean spectrum (green) per category with respective standard deviation 
bands (blue) obtained for HPV16/18 (A); HPV31/35 (B); and, HPV others (C) 
based on HPV types in cervical cytology specimens. To demonstrate that H2O was 
significantly excluded from these samples, (D) shows regions (Amide I and 3400 
cm-1, likely to be influenced if there was aqueous contamination. Amide I lefthand 
shoulder shows no splitting and there is no rounding to the peak at 3400 cm-1, 
suggesting that the samples are H2O-free. 
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