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SUPPLEMENTAL DATA

Figure S1: PCA analysis of IR spectra recorded on the 5 main cell types and tissues found in breast 
tissue samples. A. Subset of 2239 spectra recorded on epithelial tumor cells (blue), lymphocytes (purple), 
connective tissue (pink), vascular tissue (yellow) and erythrocytes (red) of one patient. B. Loading vectors 
PC1 and PC2 of the PCA. Spectra are offset along the absorbance (Y) axis for clarity. C, D. PCA Score 
plots showing the projection of each spectrum of A in the PC1-PC2 (C) and PC2-PC3 (D) spaces 
performed on the 3000-2800 and 1800-1000 cm-1 combined spectral regions. Each dot stands for one 
spectrum. Percentages on the axis labels indicate the variance described by PC1 (57.3%), PC2 (21.2%) 
and PC3 (12.7%).
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Table S1: Table indicating the clinical parameters of each patient.
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