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Table S1 Potential biomarkers and related metabolic pathways between the atherosclerosis and control rats based on fecal metabolic profiling(ESI- mode)

No  tr(min) Mass Metabolites MS\MS Related pathway Level in Level in Level in
ASG DBZG SVTG
(FC)* FCy FCy
1 2.73 301.2987  Sphinganine® 282,268,253, Sphingolipid
239,58 metabolism 110)
2 3.25 188.1074  Nonanedioic acid® 169,143,125,97, Fatty acid oxidation
80,57 1
3 3.27 266.0527 UN
1(14) 19) 1(13)
3.28 181.0754  Tyrosine® 163,119,93,72 Tyrosine metabolism 1(17)
5 3.29 400.1063  UN 1(14) 1(®)
6 3.64 188.1174  UN T(17)
7 15.86 180.055 UN 1(14) 1(14) 1(14)
8 15.69 204.0914  L-tryptophan® 142,116,74 Tryptophan
metabolism 118)
9 15.79 430.1653  GIn Gln Arg® N(15)
10 16.04 186.0475  UN 13)
11 16.08 228.1491  3,5-Dinitrosalicylic ~ 183,113,69
acid? 16)
12 16.38 161.0486  UN 1(18) 1(10)

13 1627 270.1601  UN 1(15) 1(15)
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ions in conjunction with the metabolomics databases.

b Identified based on retention time and MS® spectrum of an authentic standard.

€ Identified by comparing the extract mass as described in the literatures for atherosclerosis using LC-MS metabolomics as well.

* Compared to HCG
# Compared to SVG
UN: unknown.

comparing

weights, the fragment



(}) down-regulated and (1) up-regulated.



