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In solution Lab-on-plate
Blood proteins Peptide m/z Sequence Relative error Relative error
(ppm) (ppm)
974.5418 ZyTNVKAAWGK, - 4.8227
1087.6258 9,LRVDPVNFK 4 -5.4246 -3.8616
Hemoglobin alpha 1529.7342 1sVGAHAGEYGAEALER3, -1.5035 0.3268
1833.8918 »TYFPHFDLSHGSAQVKS3;, -2.5083 -0.5998
2043.0042 sAAWGKVGAHAGEYGAEALER;, - -1.5173
1274.7255 3 LLVVYPWTQRy, -1.7258 -3.2163
Hemoglobin beta 1314.6648 1yWWNVDEVGGEALGR;, -1.3691 -
1449.7961 13aVVAGVANALAHKYH, 4; -4.3454 -3.5867
2058.9477 »FFESFGDLSTPDAVMGNPK, - -1.0199
EPB 4.2 1113.4881 428CEDITOQNY K436 -9.3400 -
) 949.4771 454EKMEREK 460 - 1.0532
Complement C3 959.5407 150 EALKLEEK ;599 1.3548 -

Table S2. Blood peptide signatures detected from the 9 year old treated bloodied hand print.



