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Fig. S1 Percentages of trans-vitamin K; under different desolvation temperature using ESI ion

source
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Fig. S2 Percentages of trans-vitamin K; obtained from different capillary current or source
temperature using APCl ion source. (n=3)
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Fig. S3 Drift times and CCSs calibration curve obtained from bovine serum albumin (BSA) peptides
(n=3)
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Fig. S4 Drift times and CCSs calibration curve obtained from horse myoglobin (MYO) peptides (n=3)



