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Supporting Information

Table S1 – List of denaturation temperatures in the absence of cosolvents, T0, which were 
determined in previous studies (as indicated) using differential scanning calorimetry (see Eq. (5) and 
Fig. 9 of the manuscript).

cosolvent pH buffer protein concentration heat rate / K/min T0 / °C
GuHCl 1 4.6 acetate 79
glycerol 2 4.0 0.01 M glycine 2% 1.4 74.8
DMSO 3 5.0 50 mg/mL 1 73.6

Figure S1 – Critical temperatures Tc used in Fig. 10 of the manuscript.

Figure S2 – In Sear’s model,4 proteins are modeled as hard spheres (large circle) with an even 
number of conical interaction sites (small circles).
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