
Supplementary Figure 1 Chromatograms (left) and mass/mass spectra (right) of pure peptides originally found in bean 
NDF.
Supplementary Figure 2 Chemical structure of the peptides studied and captopril used in the molecular docking analysis. 

Supplementary Figure 3 Representative chromatograms of peptides A) before the incubation and B) post incubation 
with gastric enzymes. C) Peak areas and retention times of the peptides before and after incubation with pepsin and 
pancreatin. The results are expressed as the mean ± standard deviation of three independent experiments. Different letters 
by pairs in the same row means significant difference as determined by Student’s t test.
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