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Figure S1. Inhibition of the proteasome activity in RPMI8226 cells by varying concentrations of 

bortezomib. The graph on the left shows the decrease in the fraction of proteasome activity in RPMI8226 

cells in response to increasing concentrations of bortezomib treated for 105 minutes. The red curve 

denotes a fitted curve with an R2 value of 0.964. A different, linear curve was fitted to the 0, 1, 2, 3, 4, 5, 

6, 7, 8, 9, and 10 nM concentrations of bortezomib, shown on the graph on the right.  Error bars are SEM 

with n=3 technical replicates. 
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Figure S2. Patient MM tumor cell mean live fraction at 100 nM. The mean live fraction of patient 

MM tumor cells’s ex vivo response to 100 nM bortezomib is shown for MicroMC (A) and MicroC3 (B) in 

descending order of the change in live fraction according to MicroC3. Range bars are shown for those 

patients for whom technical replicates were/were able to be performed (n=2). Open symbols denote 

clinically responsive patients whereas solid symbols indicate clinically non-responsive patients. The 

patients with an asterisk denote those omitted from MicroMC analysis (Pt’s 323 and 442). The red line 

marks the Otsu threshold. 
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Figure S3. Ex vivo responses of patient MM tumor cells to bortezomib. Ex vivo responses 

patients’ MM cells in MicroMC (A) and MicroC3(B) to bortezomib are shown. Range bars are 

shown for those patients for whom technical replicates were/were able to be performed (n=2). 
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Figure S4. K-means clustered ex vivo responses of MM patient tumor cells in MicroMC to 

bortezomib.  Box plots of patient ex vivo responses in MicroMC (MC) to bortezomib clustered by k-

means clustering shown in blue. Open symbols denote clinically responsive patients whereas solid 

symbols indicate clinically non-responsive patients. 
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Figure S5. Ex vivo responses of patient MM tumor cells to bortezomib including Pt 402.  (A) Ex vivo 

responses patients’ MM cells in MicroMC to bortezomib are shown. (B) Ex vivo responses of patients’ 

MM cells in MicroC3 to bortezomib are shown. C) The first two box plots show patient MM tumor cells’ 

ex vivo responses to bortezomib compared between MicroMC (MC, shown in red) and MicroC3 (shown in 

blue) (x-axis). The live fraction change is compared between the 0 dose and 100 nM dose of bortezomib 

(y-axis). K-means and Gaussian clustering methods were applied to MicroC3, resulting in two clusters of 

the ex vivo cis-cocultured patient MM tumor cells’ responses to bortezomib (Cluster 1 and Cluster 2). The 

same clustering methods applied to MicroMC resulted in one cluster. The two clusters for MicroC3 are 

shown in blue as the two box plots on the right. 
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Table S1. Patient MM tumor cell counts after cryopreservation.   

 

  



 

 7

 

Table S2. Extrapolation of the concentrations of 100 nM bortezomib over 24 hours within MicroC3 
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Table S3. K-means and Gaussian mixture model clustering analysis of ex vivo bortezomib 

sensitivities.  
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Table S4. K-means and Gaussian mixture model clustering analysis of ex vivo bortezomib 
sensitivities, including Pt 402.   
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