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Table S2  Phosphoserine clusters entirely conforming to the consensus sequences of CK2 and/or

Fam20C.
o e
ID Description Peptide
aser | ORRMS HUMAN Seofargiine e | 1ongsrssseenpisrons
P05814 CASB_HUMAN Beta-casein GN=CSN2 REtIEsLsssEESITEYKQK
P18583 SON_HUMAN Protein SON GN=SON MPERASESsSSEEKDDyEIFV
P30414 CN;EIE_KI-_II}FJQMAN NK-tumor recognition protein KKRRKEAS S SEEPRNKHAMN
P47710 CASA1 HUMAN AIph_a—S_l-casein GN=(_ZSN181 KMESsIssssEEMSLSKCAE
P67870 gSNEZCBsT\IHKUZI\E;IAN Casein kinase Il subunitbeta | Ms s SEEVSWISWEC
Q6ZNB6 “Eiﬁ—:ﬁi\ﬁé‘%{\f’x}type zinc finger protein LVEEQFssssEEGDEDFEGK
Q9Y6X4 Efl(;giBHalél\lg,:\ll:\lAsl\?llluE;b;Z lamin-associated protein SAEKAVDSsSEEIEVEVEVV
GROUP 2 Motif (pS),-E/D-E/D-E/D

n>3

P18887 ARCCr L MAN DNA repair protein XRCCL | v unGpGsssEEDEASHSGE
e DM P
P50402 EMD_HUMAN Emerin GN=EMD VHDDDLLsssSEEECKDRERP
QoIBaL e aahe PG RKKRSKPs s SEEDEGPGDKQ
Q14978 glhcc)) IS‘;]{)—pTOLtJmAlNGII\I\Iu:CII\IeSEIgnd coiled-body DSSDESDsssEEEKKPPTKA
Q5SYE7 g“ihﬁ—gﬂMAN NHS-like protein 1 TDQKCsLsssEEERFISIRR
Q5TIMS éﬁlillz%gplilg/lAN FK506-binding protein 15 QEQFKEESsssEEEEEKAEER
Q76FK4 NOL8 HUMAN Nucleolar protein 8 GN=NOL8 | EDPRLODsssEEEDVTEETD
Quzerg  [RoSPO-LIMAR ES ublquitin-protein igase | ¢y pppposssEEDDPTPDEL
Q8N3X1 (FsNNEIF;4N_I|3_|PLj,MAN Formin-binding protein 4 LDEEDNss5SEEDRESTAQK
QBNSB7 | Sh oo HUMAN Ceramide synthase 5 DDRsDVEs s sEEEDVITCTK
QIBRX2 ZIIEVI;%_EHLL(;MAN Protein pelota homolog LSDQEGDSSSEED-——————
QIBXYO gNAfl\}IESA—E'lLéMAN Protein MAK16 homolog DEDQDGKs s SEEEEEKALSA




MFR1L_HUMAN Mitochondrial fission regulator

Q9HO019 1-like GN=MTER1LL PEHKAACsssEEDDCVSLsK

Q9HCM1 Ellii\lﬁ';lf I\éllﬁi\lKllJR(ilfégclterlzed protein OCNSIKNsssEEEKQKEQCS

P35659 DEK_HUMAN Protein DEK GN=DEK PEILsDEsssDEDEKKNKEE

P45973 gﬁ):((sj_BHXLéMAN Chromobox protein homolog 5 TKRtADSssSEDEEEYVVEK

Q02952 éﬁf&i—:ﬁgﬂAN A-kinase anchor protein 12 KKRARRGs s sDEEGGPKAMG

Q13216 Eggg%gﬁiﬂ&'\(j}gsl\m excision repair protein PAFEDAWSSSDEEG-———

Q13371 (P;|_|\|1I;I:>_DHCL|J_MAN Phosducin-like protein EKLOYyysssEDEDsDHEDK
ORC1_HUMAN Origin recognition complex

Q13415 subunit 1 GN=ORC1 PAAEIsDsssDEEEASTPPL
CHD4_HUMAN Chromodomain-helicase-DNA-

Q14839 binding protein 4 GN=CHD4 FGsKRKRsssEDDDLDVEsD
NOLC1 HUMAN Nucleolar and coiled-body

Q14978 ohosphoprotein 1 GN=NOLC1 KssSsEDsssDEEEEQKKPM
SETB1_HUMAN Histone-lysine N-

Q15047 methyltransferase SETDB1 GN=SETDB1 LGLOYRDsssEDESSRPTEL

Q56P03 CEEQF;PE{P%MAN E2F-associated phosphoprotein SDEEPALSSSEDEVDVLLAG

Q56P03 CEEQF;PE{P%MAN E2F-associated phosphoprotein CLtGESEsssEDEFEKEMEA
PP6R3_HUMAN Serine/threonine-protein

QSHIRY phosphatase 6 regulatory subunit 3 GN=PPP6R3 VITCHIHSSsDDEIDFRETG

Q5ISH3 X\A/,E();Rl\?jVVHDUR'\sz WD repeat-containing protein HTDODDPSsSDDEGMPYtRP

Q5T5U3 ZRF(?ﬁIiTAHRUHl\éing?hO GTPase-activating protein PKEKAOPS S SEDELDNVEFK

Q6ZMGY | Sh oo FIUMAN Ceramide synthase & DDRSDIEsssDEEDSEPPGK

Q6ZRS2 SRCAP_HUMAN Helicase SRCAP GN=SRCAP | GOGEsEGsssDEDGSRPLTR

QeNong [, FIATIUMAT Probable RNADIndIng protein | por s res ssEppspLEVNT

Q8WWQO0 PHIP_HUMAN PH-interacting protein GN=PHIP | NKTKKAEsssDEEEESEKQK
PBIP1_HUMAN Pre-B-cell leukemia

Q96AQ6 transcription factor-interacting protein 1 IREEGRCsssDDDtDVDMEG
GN=PBXIP1

Qoeimz  [ENAOEIIIMAN Zinc finger protein 462 MKEKMES 555 DDEDKEEEMN

Q9P0J7 ?gMEi_gl\llJ—Nlléw/IEf ubiquitin-protein ligase TLVREESsssDEDDRGEMAD
PP6R1_HUMAN Serine/threonine-protein

QOUPNY phosphatase 6 regulatory subunit 1 GN=PPP6R1 VNtHALHSssDDEDDRLEEE

075925 ZINA—SSEAI\_|SU1MAN E3 SUMO-protein ligase PIAS1 VIDLtIDssSDEEEEEPSAK

075928 PIAS2_HUMAN E3 SUMO-protein ligase PIAS2 VIDLTIEsssDEEEDPPAKR

GN=PIAS?2




SRPR_HUMAN Signal recognition particle

P08240 receptor subunit alpha GN=SRPR QLODLDCsssDDEGAAQNST
GROUP 3A Motif (pS),-E/D-E/D-pS n>3
PJA2_HUMAN E3 ubiquitin-protein ligase Praja-
043164 5 GN=PJA? SGTEKDQsssDEsSWEtLPGK
P29590-2 E;mI:_EK'ALﬂMAN Isoform PML-5 of Protein PML EERVVVIsssEDsDAENSVS
P29590 PML_HUMAN Protein PML GN=PML EERVVVIsssEDsDAENSSS
Q13428 TCOF_HUMAN Treacle protein GN=TCOF1 KREEDsQsssEEsDSEEEAP
Q13428 TCOF_HUMAN Treacle protein GN=TCOF1 KQEEDsRsssEEsDsDREAL
Q13428 TCOF_HUMAN Treacle protein GN=TCOF1 GKQDDsGsssEEsDSDGEAP
NOLC1 HUMAN Nucleolar and coiled-body
* —
Q14978 phosphoprotein 1 GN=NOLC1 sssssssSSSDDsSEEEKAAA
FR1L6 HUMAN Fer-1-like protein 6
Q2WGJ9 GN=EER1L6 IYKSPQDsssEDsGQLRIQQ
Q6IE81 JADE1 HUMAN Protein Jade-1 GN=JADE1 MKRGRLPsssEDsDDNGsLs
CTR9_HUMAN RNA polymerase-associated
Q6PD62 orotein CTRY homolog GN=CTR9 IKSKAIIsssDDssDEDKLK
QYUHB? AFF4_HUMAN AF4/FMR2 family member 4 LKDDLKLSSSEDSDGEQDCD

GN=AFF4

* in the case of the Q14978 cluster the assumption has been made that the three terminal serines
conforming to the group 3A motif (SSSDDs) do undergo phosphorylation under certain
circumstancies.

GROUP 3B Motif (pS),E/D-pS-E/D n>3
ERCC5_HUMAN DNA repair protein

P28715 complementing XP-G cells GN=ERCC5 NGGATLSsssDSDDDEGKEK

P54198 HIRA_HUMAN Protein HIRA GN=HIRA RPRDLLEsssDsDEKVPLAK
NDUV3_HUMAN Isoform 2 of NADH

P56181-2 dehydrogenase [ubiquinone] flavoprotein 3, PsSsssssssDsEsDDEADV
mitochondrial GN=NDUFV3
PPIG_HUMAN Peptidyl-prolyl cis-trans

Q13427 isomerase G GN=PPIG sSssssssssDsDsssDSQs

Q13428 TCOF_HUMAN Treacle protein GN=TCOF1 SESTARssssEsSEDEDVIPA
NOLC1 HUMAN Nucleolar and coiled-body

Q14978 ohosphoprotein 1 GN=NOLC1 KKAKKKAsssDsEDssEEEE
HEAT6_HUMAN HEAT repeat-containing

Q6AI08 orotein 6 GN=HEATR6 SSSWKRVsssEsDFsDAEGG
HDGR2_HUMAN Hepatoma-derived growth

Q7Z4V5 factor-related protein 2 GN=HDGFRP?2 CRGRGPPsssDSEPEAELER

Q8NO9T8 KRI1_HUMAN Protein KRI1 homolog GN=KRI1| TFYNRtAsssDsEEDPEALE

Q96T23 gsNleF?;'FLiMAN Remodeling and spacing factor 1 RVHKRRLS S SESEESyLSKN

QINZW4 DSPP_HUMAN Dentin sialophosphoprotein SDSSDSNsssDsDSSDEDSS

GN=DSPP




GROUP 3C Motif (pS),-E/D-pS-pS n>3
Q15059 Erzt[;?n—g'lé'\N":Aé\'R%r?‘)’mOdomai”‘comai”i”9 G5SSSsGssSDsSDSE--—-
Qewurg [ T2AHUIAN Protein FAMIT2A KPKIHVQsssDs sDEPAEKR
Q9UQ35 rsnth:i'\)fi?(';;r'}”ZAGNNngSg:;gi”i”e repetitive PEKLPQsssSEssPPsPOPL
GROUP 4 Moti;‘ éfs’,)gi/;-x-le?/ps

095873 gggf}z_?HGUNl\i,éGNO#Z;haracterized protein PEPRRVDssSENsGsDWDSA
P07332 E;IIEVS:_IL_'E%MAN Tyrosine-protein kinase Fes/Fps ODDRHst55SEQEREGGRE P
P23497 ZIID\Ili)gE?OL(J)MAN Nuclear autoantigen Sp-100 PSRKRRFss5DFsDLSNGEE
P46100 é‘ll\'llz’)‘f\__rI;gJ(MAN Transcriptional regulator ATRX NSKEEGtsssEKsKSsGSSR
P48634-2 E;RNiligﬁ%gXlAN Isoform 2 of Protein PRRC2A WRQRRKQsSSETsLAVERAR
Q14511 gﬁil&_El—é)%l\gAN Enhancer of filamentation 1 KEQAPDCS55DGSERSHMDD
Q14978 er% Igﬁ]]é_ptloLtJe'\i?‘]A;l.NGlrl\llflllegEéind coiled-body PAKKAAEsssDSsDSDsSED
Q5BKY9 éﬁfs’&a{i%gl\l Protein FAM133B sssDsSssssDSEDEDKKQG
Q86UV5 #y%?gliEEZJSMGAI\\II\LSqursmn carboxyl-terminal SAPELNVsssETEEDKEEAK
Q86YS7 gZNC;[C):SZEI—E)LéMAN C2 domain-containing protein 5 KsYSRQssssDTDLSLEPKE
Q8N806 E;?ZD%%I\?AQH:PJSS\? E3 ubiquitin-protein NSEPCAGsssESDLQTVFKN
Q8NI08 CN;CI\:ISQ(ZE)I_,IAL;MAN Nuclear receptor coactivator 7 PGATVsPsssDAEyDKLPDA
Q92614 ';(/I\TﬁlsﬁénSl\l\/l/léonggconvemional myosin- AssRRVssssELDLPsGDHC
Q96HA7 gﬁ!igﬁgiMAN Tonsoku-like protein HGPAssssssSEGEDSAGPAR
Q96IM2 (ZsNNiGZZNEA%IXIAN Zinc finger protein 462 PTQOLNRSSSERDGPPVENE
QM ey | "P1KCQRa9EgE0100S:
Qoesp1 | DCRIC_HUMAN Proein artemis STNADsQsssDFEVPSLPE
QeBuLs  |PhrEl I MAN PHD finger protein 23 TSQDGDAS 5 SEGEMRVMDED
QINQBO TF7L2_HUMAN Transcription factor 7-like 2 ESETNONsssDSEAERRPPP

GN=TCF7L2




SRRM2_HUMAN Serine/arginine repetitive

Q9UQ35 matrix protein 2 GN=SRRM2 STRssGHsssELSPDAVEKA
TR150_HUMAN Thyroid hormone receptor-

QoY2W1 associated protein 3 GN=THRAP3 HASRNSDKsssDRSRRSSSSR

Q9Y520 ZRNEIZD%—RHC%EAAN Protein PRRC2C GKAAGsPsssDQDEKLPGQD

Q9Y5B0 CTDP1_HUMAN RNA polymerase Il subunit A < SNEDEGS s SEADEMAKALE

C-terminal domain phosphatase GN=CTDP1




