
Supplementary Figure 1. A biological network of genes related to cancer following the treatment of PC3 cells with 

SN30028 (4-hour). The network was generated using the Ingenuity Pathway Analysis software. Genes represented by a red 

node were up-regulated and those represented by a green node were down-regulated. Increasing colour intensity 

represents increasing differential gene expression. The nodes with an asterisk at the right of the name of the gene indicate 

that the gene is represented by more than one probe in the array. 
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Supplementary Figure 2. A biological network of genes related to cancer following the treatment of PC3 cells with 

SN30028 (24-hour). The network was generated using the Ingenuity Pathway Analysis software. Genes represented by a 

red node were up-regulated and those represented by a green node were down-regulated. Increasing colour intensity 

represents increasing differential gene expression. The nodes with an asterisk at the right of the name of the gene indicate 

that the gene is represented by more than one probe in the array. 



Supplementary Figure 3. A biological network of genes related to cancer following the treatment of PC3 cells with 

SN30028 (96-hour). The network was generated using the Ingenuity Pathway Analysis software. Genes represented by a 

red node were up-regulated and those represented by a green node were down-regulated. Increasing colour intensity 

represents increasing differential gene expression. The nodes with an asterisk at the right of the name of the gene indicate 

that the gene is represented by more than one probe in the array.



Supplementary Figure 4. A biological network of genes related to cancer following the treatment of DU145 cells with 

SN30028 (4-hour). The network was generated using the Ingenuity Pathway Analysis software. Genes represented by a red 

node were up-regulated and those represented by a green node were down-regulated. Increasing colour intensity 

represents increasing differential gene expression. The nodes with an asterisk at the right of the name of the gene indicate 

that the gene is represented by more than one probe in the array.



Supplementary Figure 5. A biological network of genes related to cancer following the treatment of DU145 cells with 

SN30028 (24-hour). The network was generated using the Ingenuity Pathway Analysis software. Genes represented by a 

red node were up-regulated and those represented by a green node were down-regulated. Increasing colour intensity 

represents increasing differential gene expression. The nodes with an asterisk at the right of the name of the gene indicate 

that the gene is represented by more than one probe in the array.



Supplementary Figure 6. A biological network of genes related to cancer following the treatment of DU145 cells with 

SN30028 (96-hour). The network was generated using the Ingenuity Pathway Analysis software. Genes represented by a 

red node were up-regulated and those represented by a green node were down-regulated. Increasing colour intensity 

represents increasing differential gene expression. The nodes with an asterisk at the right of the name of the gene indicate 

that the gene is represented by more than one probe in the array.


