Table S1.  List of predicted T4SEs of B. abortus 2308

	ORF
	Annotation
	Domains/Motifs#
	Reference

	BAB1_0108
	 cyclic beta 1-2 glucan synthetase
	Coiled-coil
	-

	BAB1_0121
	 ATP-dependent helicase
	NLS
	-

	BAB1_0143
	 PII uridylyl-transferase
	Coiled-coil
	-

	BAB1_0175
	 deoxyribonucleotide triphosphate pyrophosphatase
	Coiled-coil
	-

	BAB1_0322*
	 secretion protein HlyD
	Coiled-coil
	-

	BAB1_0401*
	 tetracycline resistance protein
	MLS
	-

	BAB1_0581*
	 death-on-curing family protein
	fic/doc Domain
	-

	BAB1_0640
	 PAS domain-containing protein
	Coiled-coil
	-

	BAB1_0653
	 hypothetical protein BAB1_0653
	C-terminal
	-

	BAB1_0678
	 hypothetical protein BAB1_0678
	MLS
	[1]

	BAB1_0740
	 hypothetical protein BAB1_0740
	Coiled-coil
	-

	BAB1_0777*
	 DNA topoisomerase IV subunit A
	Coiled-coil
	-

	BAB1_0891*
	 Sel1 repeat-containing protein
	Coiled-coil
	-

	BAB1_0917*
	 trigger factor
	Coiled-coil
	-

	BAB1_0919*
	 N-acetyltransferase GCN5
	Acetyltransf_10 Domain
	-

	BAB1_0930*
	 ribonuclease E and G
	Coiled-coil
	-

	BAB1_0939
	 hypothetical protein BAB1_0939
	C-terminal
	-

	BAB1_0946*
	 esterase/lipase/thioesterase
	DUF1100 Family
	-

	BAB1_1016
	 beta-lactamase-like protein
	C-terminal
	-

	BAB1_1043*
	 hypothetical protein BAB1_1043
	Coiled-coil
	[2]

	BAB1_1077
	 Acetyl-CoA hydrolase/transferase
	C-terminal
	-

	BAB1_1099
	 patatin
	Patatin Family
	-

	BAB1_1117*
	 peptidyl-prolyl cis-trans isomerase
	Coiled-coil
	-

	BAB1_1118*
	 peptidyl-prolyl cis-trans isomerase
	Coiled-coil
	-

	BAB1_1193
	 D-alanyl-D-alanine carboxypeptidase
	MLS
	-

	BAB1_1199
	 hypothetical protein BAB1_1199
	C-terminal
	-

	BAB1_1263
	 DNA-directed RNA polymerase subunit beta'
	Coiled-coil
	-

	BAB1_1266
	 50S ribosomal protein L10
	Coiled-coil
	-

	BAB1_1275*
	 rhomboid-like protein
	C-terminal
	[2]

	BAB1_1344
	 bifunctional preprotein translocase subunit SecD/SecF
	Coiled-coil
	-

	BAB1_1354
	 DedA family protein
	SNARE_assoc Family
	-

	BAB1_1374
	 hypothetical protein BAB1_1374
	DUF187 Family
	-

	BAB1_1446
	 cell division protein FtsQ
	Coiled-coil
	-

	BAB1_1498
	 RNA polymerase sigma factor RpoD
	Coiled-coil
	-

	BAB1_1501
	 hypothetical protein BAB1_1501
	C-terminal
	-

	BAB1_1502
	 carbamoyl phosphate synthase small subunit
	C-terminal
	-

	BAB1_1526
	 hypothetical protein BAB1_1526
	DUF486 Family
	-

	BAB1_1530
	 excinuclease ABC subunit B
	Coiled-coil
	-

	BAB1_1591
	 hypothetical protein BAB1_1591
	MLS
	-

	BAB1_1640*
	 patatin
	Patatin Family
	-

	BAB1_1675
	 DNA gyrase subunit B
	Coiled-coil
	-

	BAB1_1685
	 secretion protein HlyD
	Coiled-coil
	-

	BAB1_1705
	 TPR repeat-containing molluscan rhodopsin
	TPR_16 Repeat
	-

	BAB1_1720
	 Sel1 repeat-containing protein
	C-terminal
	-

	BAB1_1725
	 hypothetical protein BAB1_1725
	C-terminal
	-

	BAB1_1730
	 GntR family transcriptional regulator
	Coiled-coil
	-

	BAB1_1754
	 hypothetical protein BAB1_1754
	Coiled-coil
	-

	BAB1_1766
	 Elongation factor 3
	Coiled-coil
	-

	BAB1_1773
	 M48 family peptidase
	C-terminal
	-

	BAB1_1828
	 hypothetical protein BAB1_1828
	C-terminal
	-

	BAB1_1843
	 transglycosylase-associated protein
	C-terminal
	-

	BAB1_1941*
	 N-acetyltransferase GCN5
	Acetyltransf_10 Domain
	-

	BAB1_1985
	 hypothetical protein BAB1_1985
	Coiled-coil
	-

	BAB1_2005*
	 cAMP-dependent protein kinase
	cNMP_binding Domain
	[2]

	BAB1_2089
	 peptidyl-tRNA hydrolase domain-containing protein
	Coiled-coil
	-

	BAB1_2145*
	 hypothetical protein BAB1_2145
	C-terminal
	-

	BAB1_2152*
	 N-acetyltransferase GCN5
	Acetyltransf_1
	-

	BAB1_2164
	 hypothetical protein BAB1_2164
	C-terminal
	-

	BAB1_2165
	 translation initiation factor IF-2
	Coiled-coil
	-

	BAB1_2178
	 TrkA potassium uptake protein
	NLS
	-

	BAB1_2186
	 30S ribosomal protein S20
	MLS
	-

	BAB2_0099*
	 lipopolysaccharide biosynthesis protein
	Coiled-coil
	-

	BAB2_0123
	 hypothetical protein BAB2_0123
	Coiled-coil
	[2]

	BAB2_0203
	 patatin
	Patatin Family
	-

	BAB2_0208*
	 hypothetical protein BAB2_0208
	Coiled-coil
	-

	BAB2_0246
	 cobalamin synthesis protein P47K
	C-terminal
	-

	BAB2_0252
	 glutamine amidotransferase
	C-terminal
	-

	BAB2_0271*
	 hypothetical protein BAB2_0271
	TPR_11 Repeat
	-

	BAB2_0413
	 Sel1-like repeat-containing protein
	Coiled-coil
	-

	BAB2_0481*
	 secretion protein HlyD
	Coiled-coil
	-

	BAB2_0516
	 hypothetical protein BAB2_0516
	MLS
	-

	BAB2_0529
	 hypothetical protein BAB2_0529
	Coiled-coil
	-

	BAB2_0681
	 ISBm1, transposase orfA
	C-terminal
	-

	BAB2_0738
	 putative monovalent cation/H+ antiporter subunit A
	NLS
	-

	BAB2_0773
	 secretion protein HlyD
	Coiled-coil
	-

	BAB2_0865
	 pyridoxal-dependent decarboxylase
	Pyridoxal_deC Family
	-

	BAB2_0941*
	 Crp family regulatory protein
	cNMP_binding Domain
	-

	BAB2_1021
	 phospholipase D/transphosphatidylase
	C-terminal
	-

	BAB1_1058*
	 hypothetical protein BAB1_1058
	C-terminal
	[3]

	BAB1_1652*
	 hypothetical protein BAB1_1652
	C-terminal
	[3]


* Core T4SEs conserved in all complete genomes of Brucella spp. 

# MLS - Mitochondrial localization signal; NLS - Nuclear localization signal
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Table S2. Host specific interacting proteins of B. abortus - B. taurus and B. melitensis - O. aries
	Pathogen
	Host

	UniProt id
	Function
	UniProt  Entry
	Function

	B. abortus - B. taurus

	Q2YJ06
	 cobalamin synthesis protein P47K
	F1N790_BOVIN
	PR domain containing 2, with ZNF domain

	Q2YJ06
	 cobalamin synthesis protein P47K
	G1K238_BOVIN
	Collagen alpha-1(IV) chain

	Q2YJ06
	 cobalamin synthesis protein P47K
	CO4A1_BOVIN
	Collagen alpha-1(IV) chain

	Q2YK15
	 pyridoxal-dependent decarboxylase
	G3N3K1_BOVIN
	ligand dependent nuclear receptor interacting factor 1

	Q2YK15
	 pyridoxal-dependent decarboxylase
	A6QPK3_BOVIN
	ligand dependent nuclear receptor interacting factor 1

	Q2YLX1
	 H+-transporting two-sector ATPase subunit A
	G3N0X6_BOVIN
	cytoplasmic polyadenylation element binding protein 2

	Q2YLX1
	 H+-transporting two-sector ATPase subunit A
	A7Z087_BOVIN
	cytoplasmic polyadenylation element binding protein 4

	Q2YM22
	 carbamoyl phosphate synthase small subunit
	F1MHS5_BOVIN
	S100 calcium binding protein A9

	Q2YM22
	 carbamoyl phosphate synthase small subunit
	S10A9_BOVIN
	S100 calcium binding protein A9

	Q2YM26
	 RNA polymerase sigma factor RpoD
	G5E6K6_BOVIN
	formin binding protein 1

	Q2YM26
	 RNA polymerase sigma factor RpoD
	F1N6S0_BOVIN
	Uncharacterized protein

	Q2YMX1
	 PAS domain-containing protein
	F1MWH2_BOVIN
	adenosylhomocysteinase-like 1

	Q2YMX1
	 PAS domain-containing protein
	A6QNP1_BOVIN
	adenosylhomocysteinase-like 1

	Q2YMX1
	 PAS domain-containing protein
	E1B796_BOVIN
	synaptotagmin-like 3

	Q2YMX1
	 PAS domain-containing protein
	ERP29_BOVIN
	Endoplasmic reticulum resident protein 29 (ERp29)

	Q2YMX1
	 PAS domain-containing protein
	F1MWY9_BOVIN
	Uncharacterized protein

	Q2YMX1
	 PAS domain-containing protein
	F1N093_BOVIN
	euchromatic histone-lysine N-methyltransferase 1

	Q2YNA5
	 DNA topoisomerase IV subunit A
	A1L573_BOVIN
	ABI family, member 3 

	Q2YNA5
	 DNA topoisomerase IV subunit A
	E1BPI2_BOVIN
	Uncharacterized protein

	Q2YNL3
	 trigger factor
	CO4A2_BOVIN
	Collagen alpha-2(IV) chain

	Q2YNX8
	 ATP-dependent helicase
	A6QQZ6_BOVIN
	TSC1 protein

	Q2YP32
	deoxyribonucleotide triphosphate pyrophosphatase
	F1MC83_BOVIN
	HCLS1-associated protein X-1

	Q2YP32
	deoxyribonucleotide triphosphate pyrophosphatase
	HAX1_BOVIN
	HCLS1-associated protein X-1

	Q2YQ01
	 patatin
	F1MK42_BOVIN
	ras homolog gene family, member Q

	Q2YQ01
	 patatin
	F1N5L2_BOVIN
	Cell division control protein 42 homolog 

	Q2YQR7
	 translation initiation factor IF-2
	ACYP1_BOVIN
	Acylphosphatase-1

	Q2YRG6
	 secretion protein HlyD
	RBP2_BOVIN
	E3 SUMO-protein ligase RanBP2 

	Q2YRJ2
	 D-alanyl-D-alanine carboxypeptidase
	F1MVJ8_BOVIN
	olfactomedin 4

	Q2YRJ2
	 D-alanyl-D-alanine carboxypeptidase
	GDIR2_BOVIN
	Rho GDP-dissociation inhibitor 2 

	B. melitensis - O. aries

	G4PF47
	deoxyribonucleotide triphosphate pyrophosphatase
	W5QG47_SHEEP
	cytidine monophosphate N-acetylneuraminic acid synthetase

	G4PFA6
	 RNA polymerase sigma factor RpoD
	W5Q6M5_SHEEP
	Uncharacterized protein

	G4PFA6
	 RNA polymerase sigma factor RpoD
	W5QFQ5_SHEEP
	Uncharacterized protein

	G4PFA6
	 RNA polymerase sigma factor RpoD
	W5Q5W6_SHEEP
	formin binding protein 1-like

	G4PHB5
	Ribose transport system permease protein rbsc
	W5PRD7_SHEEP
	stomatin (Epb7.2)-like 2

	G4PHB5
	Ribose transport system permease protein rbsc
	W5QAP5_SHEEP
	fem-1 homolog b

	G4PHB5
	Ribose transport system permease protein rbsc
	W5PSS5_SHEEP
	nucleoporin like 2

	G4PHB5
	Ribose transport system permease protein rbsc
	W5PQV1_SHEEP
	D site of albumin promoter (albumin D-box) binding protein

	G4PHB5
	Ribose transport system permease protein rbsc
	W5P5I9_SHEEP
	hepatic leukemia factor

	G4PHB5
	Ribose transport system permease protein rbsc
	W5P8K6_SHEEP
	bromodomain and PHD finger containing, 1

	G4PHB5
	Ribose transport system permease protein rbsc
	W5P8K3_SHEEP
	bromodomain and PHD finger containing, 1

	G4PHM6
	Protein translocase subunit SecA
	W5NQ31_SHEEP
	Uncharacterized protein

	G4PHM6
	Protein translocase subunit SecA
	W5NU65_SHEEP
	Uncharacterized protein

	G4PHM6
	Protein translocase subunit SecA
	W5Q4A3_SHEEP
	zinc finger protein 214

	G4PHM6
	Protein translocase subunit SecA
	W5P2K8_SHEEP
	sal-like 3

	G4PHM6
	Protein translocase subunit SecA
	W5PUN8_SHEEP
	proline rich 3

	G4PHM6
	Protein translocase subunit SecA
	W5PVF3_SHEEP
	Uncharacterized protein

	G4PHM6
	Protein translocase subunit SecA
	W5P5G5_SHEEP
	calpain, small subunit 1

	G4PHM6
	Protein translocase subunit SecA
	W5PTY3_SHEEP
	amyloid beta (A4) precursor protein-binding, family A, member 1

	G4PHM6
	Protein translocase subunit SecA
	W5PTY5_SHEEP
	amyloid beta (A4) precursor protein-binding, family A, member 1

	G4PHM6
	Protein translocase subunit SecA
	W5PQE6_SHEEP
	myloid beta (A4) precursor protein-binding, family A, member 3

	G4PIC2
	 DNA topoisomerase IV subunit A
	W5Q9Z3_SHEEP
	ABI family, member 3 (NESH) binding protein

	G4PIX7
	 translation initiation factor IF-2
	B7TJ15_SHEEP
	Mitogen-activated protein kinase (EC 2.7.11.24)

	G4PJ57
	 ribonuclease E and G
	W5PWQ4_SHEEP
	erythrocyte membrane protein band 4.1-like 2

	G4PJI8
	 Acetyl-CoA hydrolase/transferase
	W5NZ85_SHEEP
	Uncharacterized protein

	G4PJZ8
	 Acetyl-CoA hydrolase/transferase
	W5NYQ4_SHEEP
	Conserved oligomeric Golgi complex subunit 2

	G4PK85
	patatin
	W5P6I2_SHEEP
	ras homolog gene family, member Q

	G4PLR1
	Pyrroline-5-carboxylate reductase
	W5NXF0_SHEEP
	sequestosome 1

	G4PLR1
	Pyrroline-5-carboxylate reductase
	W5P3I0_SHEEP
	phosphatidylinositol binding clathrin assembly protein

	G4PLR1
	Pyrroline-5-carboxylate reductase
	W5P0C8_SHEEP
	unregoganised protein

	G4PLR1
	Pyrroline-5-carboxylate reductase
	W5P3H9_SHEEP
	phosphatidylinositol binding clathrin assembly protein

	G4PLR1
	Pyrroline-5-carboxylate reductase
	W5PPC2_SHEEP
	Uncharacterized protein

	G4PLR1
	Pyrroline-5-carboxylate reductase
	W5NRR0_SHEEP
	Uncharacterized protein

	G4PLR1
	Pyrroline-5-carboxylate reductase
	W5NWK4_SHEEP
	Uncharacterized protein

	G4PLR1
	Pyrroline-5-carboxylate reductase
	W5NVW2_SHEEP
	dipeptidyl-peptidase 7

	G4PLR1
	Pyrroline-5-carboxylate reductase
	W5PA66_SHEEP
	dpy-19-like 4
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Fig. S1. Protein-protein interactions network between B. melitensis T4SEs and O. aries proteome. Blue and red circles represent T4SEs of B. melitensis. Blue circles represent T4SEs found in both B. melitensis and B. abortus. Red circles represents B. melitensis specific T4SEs. Green and pink circles represent host proteins. Green circles are proteins found in both O. aries and B. taurus. Pink circles represent O. aries specific host proteins.
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