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Supplementary file 1:
Interactions among secretion system proteins in B. abortus 2308
Supplementary file 2:
Predicted proteins of the Type 4 Secretion system in Brucella, with the gene or locus ID, length, size of the gene, strand, protein id, E-value, identity with the subject protein ID.  Each sheet illustrates one Brucella genome.
Supplementary file 3:
Secreted proteins in Brucella. Protein ID, signal peptide cleavage probability, isoelectric point (pI) and molecular weight (MW). The secreted proteins for 39 complete genomes are represented in each sheet. 
Supplementary file 4:
Membrane proteins in Brucella. Protein ID, signal peptide cleavage probability, isoelectric point (pI) and molecular weight (MW). The membrane proteins for 39 complete genomes are represented in each sheet. 
Supplementary file 5:
Table S1.  List of predicted T4SEs of B. abortus 2308 
Table S2. Host specific interacting proteins with B. abortus - B. taurus and B. melitensis - O. aries.
Fig. S1. Protein-protein interactions network between B. melitensis T4SEs and O. aries proteome. Blue and red circles represent T4SEs of B. melitensis. Blue circles represent T4SEs found in both B. melitensis and B. abortus. Red circles represents B. melitensis specific T4SEs. Green and pink circles represent host proteins. Green circles are proteins found in both O. aries and B. taurus. Pink circles represent O. aries specific host proteins.
Supplementary file 6:
The type IV effector proteins in Brucella, with their gene number, locus ID, start and end of the genes, 5’ and 3’ flanking intergenic regions (FIR) and scoring hits. The type IV effector proteins for 39 complete genomes are represented in each sheet.

