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Supplementary Table S1. Primers and thermal cycling parameters used for RT-gPCR. Sequences are in the 5’-3’ direction and subscript
numerals refer to positions within the sequences deposited under the stated Genbank accession numbers. Forward (5’) then reverse (3’)
primer sequences are stated in each case.

Gene Transcript Genbank Primer sequences Anneal Holding times (at 95°C; No. of
accession number temp. (°C)  annealing temperature; cycles
72°C)

MTF1 NM_005955.2 401AATGTCCCAGGGTTATGTGCyy4 60 55;10s;10s 40
53sGGACAGCCCTCAAAGGTACASgs

ATP7B NM_000053.3 2709TGGCTGATGAGTCCCTCATCACAG?732 55 55;10s;10s 40
2905CAGCTGCTGAATGGGTGCCTTT2884

EMP3 NM_001425.2 S18CTACACCATGCGACGAGGAG®3 55 5s5;10s;10s 40
734CCGTAGGTGGATGTAGATGATGC12

SLC39A10 NM_001127257.1 1425CATCAGCCTGGATTTGTGGT444 55 55;10s;10s 40
1638TGTGCATGTTGGTGACTGTG161?

BUB3 NM_004725.3 387ATGCGGCTCAAGTACCAGC 05 55 5s5;10s;10s 40
504GATCAGTGTTCAAATCATGC g5

MTI1A NM_005946.2 69TCGAAATGGACCCCAACTGCS8 60 55;10s;10s 40
308GTTTGTGCAGGTCACTCTTTCT287

MT1B NM_005947.2 1BICAAGTGTGCCCAGGGCTGTG° 60 5s5;10s;10s 40
32GTAGCAAACCGGTCAGGGTA3®

MTIE NM_175617.3 16IAGCATCCCCTTTGCTCGAAA180 60 55;10s;10s 40
349CACTTCTCCGATGCCCCTTT330

MTIF NM_005949.3 2CCCCCTCCCCTGACTATCAA2L 60 5s5;10s;10s 40
222AGGAGCAGCAGCTCTTCTTG03

MTI1G NM_005950.2 SITCTAGTCTCGCCTCGGGTTG’® 60 55;10s;10s 40
20TATTTGTACTTGGGAGCAGGGC 260

MTI1H NM_005951.2 69GCAATGGACCCCAACTGCTC 38 60 55;10s;10s 40
348 AATGTAGCAAATGAGTCGGAGTTG 3%

MT1X NM_005952.3 36TCTTGATCGGGAACTCCTGC?® 60 5s5;10s;10s 40
239CTTGTCTGACGTCCCTTTGC2%0

TOP1 NM_003286.2 Human TOP1 Primer Mix (HK-SY-hu-1200; 55 55;10s;10s 35
Primer Design)

GAPDH NM_002046.4 185 TGAAGGTCGGAGTCAACGGATTTG 09 57 305s;305s;30s 30

312CATGTAAACCATGTAGTTGAGGTCogo



