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Fig. 1. High resolution MS spectrum of peptide Tyr-c[D-Orn-Phe-Phe-Asp]NH,. In inset, fragment of
the experimental spectrum is compared with the simulated isotopic profile calculated for the expected
molecular formula of protonated species (bottom panel).

Intens. =115, 12.1min #724
®104
7230
s
201111 355634 0
0 [ TR P | |
T T T T T T
200 400 600 800 1000 1200 m.




Fig. 2. High resolution MS spectrum of peptide Tyr-c[D-Dab-Phe-Phe-Asp]NH,. In inset, fragment of
the experimental spectrum is compared with the simulated isotopic profile calculated for the expected
molecular formula of protonated species (bottom panel)
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Fig. 3. High resolution MS spectrum of peptide 4 Tyr-c[D-Dap-Phe-Phe-Asp]NH,. In inset, fragment
of the experimental spectrum is compared with the simulated isotopic profile calculated for the
expected molecular formula of protonated species (bottom panel)
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Fig. 4. High resolution MS spectrum of peptide 5 Tyr-c[D-Lys-Phe-Asp]NH,. In inset, fragment of the
experimental spectrum is compared with the simulated isotopic profile calculated for the expected
molecular formula of protonated species (bottom panel)
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This report was created by ACD/NMR Processor Academic Edition. For more information go to www.acdlabs.com/nmrproc/
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