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Figure S1. Lineweaver-Burk plot for Ki determination (58.7 ± 8.2 M) of 14 against Jack bean -

mannosidase (pH 5.5). 

 

 

Figure S2. Lineweaver-Burk plot for Ki determination (3.2 ± 0.33 M) of 15 against Jack bean -

mannosidase (pH 5.5). 
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Figure S3. Lineweaver-Burk plot for Ki determination (1.9 ± 0.45 M) of 16 against Jack bean -

mannosidase (pH 5.5). 

 

 

Figure S4. Lineweaver-Burk plot for Ki determination (1.3 ± 0.33 M) of 17 against Jack bean -

mannosidase (pH 5.5). 

  

-100

0

100

200

300

400

-0,5 0,0 0,5 1,0 1,5 2,0

1/V 

1/[S] (mM-1) 

[I]= 0,005 mM

[I]= 0,0025 mM

[I]= 0,00125 mM

[I]=
0,000625mM

[I]=
0,000313mM

-20

0

20

40

60

80

-0,5 0,0 0,5 1,0 1,5 2,0

1/V 

1/[S] (mM-1) 

[I]= 0,0025 mM

[I]= 0,00125
mM

[I]= 0,000625
mM

[I]=
0,000313mM

[I]= 0,000156
mM



- S4 - 

  

O
NO O

B
r

7



- S5 - 

 

 

O
NO O

B
r

7



- S6 - 

 

N

O
B

n

B
n

O B
n

O

B
n

O

O
NO O

8



- S7 - 

 

N

O
B

n

B
n

O B
n

O

B
n

O

O
NO O

8



- S8 - 

 

N

O
B

n

B
n
O B
n

O

B
n
O

O
NO O

9



- S9 - 

 

N

O
B

n

B
n
O B
n

O

B
n
O

O
NO O

9



- S10 - 

 

N

O
A

c

A
c
O A
c
O

A
c
O

O
NO O

N

O
A

c

A
c
O A
c
O

A
c
O

O
N O

O
M

e
O

A
c

1
0
a

1
0
b



- S11 - 

 

N

O
A

c

A
c
O A
c
O

A
c
O

O
NO O

N O

O
M

e
O

A
c

N

O
A

c

A
c
O A
c
O

A
c
O

O

N O

O
M

e
O

H

N

O
A

c

A
c
O A
c
O

A
c
O

O

1
1

a
1
1

b

1
1

c



- S12 - 

 

N

O
H

H
O H

O

H
O

O
N

H
2

1
2



- S13 - 

 

N

O
H

H
O H

O

H
O

O
N

H
2

1
2



- S14 - 

 

N

O
H

H
O H

O

H
O

O
N

H
2

1
3



- S15 - 

 

N

O
H

H
O H

O

H
O

O
N

H
2

1
3



- S16 - 

 
Figure S5. MALDI-TOF spectrum of the cyclic iminosugar cluster 14. 

 

 

 

 
Figure S6. LC chromatogram of the cyclic iminosugar cluster 14. 
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Figure S7. MALDI-TOF spectrum of the cyclic iminosugar cluster 15. 

 

 

 

 
Figure S8. LC chromatogram of the cyclic iminosugar cluster 15. 

 

 



- S18 - 

 
Figure S9. MALDI-TOF spectrum of the linear iminosugar cluster 16. 

 

 

 
Figure S10. LC chromatogram of the linear iminosugar cluster 16. 
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Figure S11. MALDI-TOF spectrum of the linear iminosugar cluster 17. 

 

 

 
Figure S12. LC chromatogram of the linear iminosugar cluster 17. 

 

 

 


