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HRMS of GNGR peptide
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'H-NMR spectrum of Cysteamine-DMT
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Analysis Name¥ELLOWO000004.D
Method: 25MAY13.M
Sample Na YELLOW

Instrume Agilent 6310 Ion Trap
Operator: agilent
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Mass spectrum of Cysteamine-DMT
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13C NMR of EDTA-Bis-Cysteamine-DMT
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Mass Spectrum of EDTA-Bis-GNGR ligand




