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The purity of the prepared protein solutions was tested using a mass spectrometer (Thermo Scientific,
LTQ Orbitrap XL). Figure 1 shows a single major elution peak (at about 22 minutes) and the correspond-
ing deconvoluted mass is presented in Fig. 2, establishing the purity of insulin with an expected molecular
weight of 5808. The protein solution was desalted prior to the analysis and the satellites at higher values
of the abscissa are from sodium and potassium adducts.
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Figure 1: Liquid chromatography for human insulin (MW 5808) solution with one major elution peak.
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Figure 2: Mass to charge ratio spectrum from the major elution peak demonstrates that majority of mass
is at the molecular weight of 5808. Data indicates purity of the protein solution and no contamination.



