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Additional Figures

Figure S1: 19F NMR of polymer before (green trace) and after (blue trace) end-group 
modification.

19F NMR analysis shows presence of PFP-end group before functionalisation and no PFP 
associated with the polymer after functionalisation with the sugar suggesting 100 % 
conversion of the end group.
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Figure S2: XPS analysis of polymer-coated AuNPs. A) C 1s trace, B) N 1s trace, C) O 1s 
trace, D) Au 4f trace. 

XPS analysis confirms the polymer coating on the particles. The two N 1s correspond to the 
backbone nitrogen in polymer (red) and the terminal N from the sugar (green). 
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Figure S3: Graphical representation of the Kd values quoted in Table 1 of the main text. A) 
Kd values for SBA with respect to percentage galactose incorporation, B) Kd values for 
RCA120 with respect to percentage galactose incorporation, C) Kd values for Con A with 
respect to percentage galactose incorporation.

In order to prevent over fitting of the LDA model, a cross-validation methodology was 
performed in which a validation data set is predicted from a model based on a training data 
set. The validation data set and the training data set are randomly selected from the input data 
and repeated 30 times varying the number of principle components. The darker the blue 
colour the greater the frequency that outcome occurred. These graphs are then used in order 
to determine the number of principle components retained to produce the final model. The 
lowest number of principle components that scored the highest proportion of correct 
prediction outcomes was retained for each of the models. For the concentration independent 
data (Figure S4), four principle components were retained and for the concentration 
dependent data (Figure S5) only two principle components were retained. 



5

2 4 6 8 10

70
75

80
85

90
95

10
0

Variance explained by PCA

Number of retained PCs

C
um

ul
at

iv
e 

va
ria

nc
e 

(%
)

2 4 6 8 10

0.
0

0.
2

0.
4

0.
6

0.
8

1.
0

DAPC Cross-Validation

Number of PCA axes retained

P
ro

po
rti

on
 o

f s
uc

ce
ss

fu
l o

ut
co

m
e 

pr
ed

ic
tio

n

Discriminant analysis eigenvalues

Linear Discriminants

F-
st

at
is

tic

0
10

20
30

40
50

60

Figure S4: Cross-validation output for concentration independent data
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Figure S5: Cross-validation output for concentration independent data


