Supplementary Information
Table S1:  List of non-coding genes in GM12878 and K562 cell lines.
Table S2: List of ‘Hubs’ in GM12878 and K562 ceRNETs.
Table S3: List of major ceRNAs of the differentially expressed transcripts across GM12878 and K562 cell lines.
Table S4: List of ‘Lost’ and ‘Newly appeared’ transcripts in K562 ceRNET and List of ‘Common interacting partners in Normal and Cancer ceRNETs’.
Figure S1: The top ranked clusters of GM12878 ceRNET in Allegro-MCODE – A) Cluster 1, B) Cluster 2, C) Cluster 3.
Figure S2: The top ranked clusters of K562 ceRNET in Allegro-MCODE – A) Cluster 1, B) Cluster 2, C) Cluster 3.
Figure S3: Individual ceRNETs for – A) BCR, B) ABL1, C) ABL2 in K562 cell line.
Figure S4: Graphical representation of correlation in expression between selected transcripts and their ceRNAs in K562 and GM12878 cell lines. 
[bookmark: _GoBack]Expression of the transcript of interest, in RPKM values, is plotted along X axis and that of its ceRNAs are plotted along Y axes in K562 (panel – A) and GM12878 cell line (panel – B). Expression correlation between transcript and ceRNA pairs are evaluated using Pearson product-moment correlation. Correlation coefficients with P value < 0.05 are considered. 

