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1 
 

The accession number and amino acid sequences of chicken 

GPx1 



2 
 

The structural modeling of chicken GPx1 



3 
 

The predictions of ligand binding sites in chicken GPx1 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB 

  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 POP 0.12 150, 151, 155, 168, 169, 170, 171 

 PER 0.08 39, 40, 41, 42, 155 

GPx1 CA 0.05 69, 70, 106 

 3GKNB00 0.04 62, 99, 100 

 AMP 0.03 34, 35, 36, 66, 67, 68, 150, 171 



4 
 

The accession number and amino acid sequences of chicken 

GPx2  



5 
 

The structural modeling of chicken GPx2 



6 
 

The predictions of ligand binding sites in chicken GPx2 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB 

 

  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 POP 0.15 126, 151, 152, 156, 169, 170, 171,172 

 C6W 0.04 40, 69, 109 

GPx2 BIH 0.04 17, 18, 63, 99, 100, 101 

 BEZ 0.04 36, 41 

 CA 0.03 10, 11, 23, 25 
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The accession number and amino acid sequences of chicken 

GPx3  
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The structural modeling of chicken GPx3 



9 
 

The predictions of ligand binding sites in chicken GPx3 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB 

 

  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 POP 0.11 156, 157, 177, 178, 182, 195, 196, 197, 

198 

 GSH 0.05 68, 71, 73, 178, 179, 180, 181, 198, 199 

GPx3 CU 0.05 68, 71, 74, 179 

 CA 0.04 45, 46, 52, 131, 132 

 CA 0.02 100, 101, 137 



10 
 

The accession number and amino acid sequences of chicken 

GPx4  

  



11 
 

The structural modeling in chicken GPx4 



12 
 

The predictions of ligand binding sites in chicken GPx4 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB 

 

  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 POP 0.29 128, 129, 134, 135, 139, 152, 153,154, 155 

 PER 0.11 49, 50, 51, 52, 140 

GPx4 BIH 0.07 21, 22, 69, 99, 100, 101 

 SO4 0.06 105, 107, 109, 136 

 CA 0.06 16, 17, 29, 30 



13 
 

The accession number and amino acid sequences of chicken 

DIO1  



14 
 

The structural modeling of chicken DIO1 



15 
 

The predictions of ligand binding sites in chicken DIO1 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 PER 0.10 123, 125, 126, 127, 212 

 GSH 0.06 84, 85, 208, 225 

DIO1 8H8 0.04 98, 183, 186, 194 

 3GKNA00 0.03 124, 125, 126, 154, 155, 156, 157, 165 

 BIH 0.03 97, 98, 146, 191, 192, 193 



16 
 

The predictions of transmembrane helices in chicken DIO1 

 

  



17 
 

The accession number and amino acid sequences of chicken 

DIO2  



18 
 

The structural modeling of chicken DIO2 



19 
 

The predictions of ligand binding sites in chicken DIO2 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 3DRNA 0.14 131, 132, 133, 134, 163, 164, 226 

 AKG 0.04 255, 258 

DIO2 700 0.03 126, 128, 138, 142, 249, 250 

 TS5 0.03 131, 132, 134, 225, 226, 227, 250 

 THJ 0.03 254, 257 



20 
 

The accession number and amino acid sequences of chicken 

DIO3  



21 
 

The structural modeling of chicken DIO3 



22 
 

The predictions of ligand binding sites in chicken DIO3 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 GSH 0.16 137, 138, 140, 227 

 GSH 0.06 97, 98, 223, 240 

DIO3 BIH 0.03 111, 160, 206, 207, 208 

 TS5 0.03 137, 138, 140, 225, 226, 227, 249 

 COM 0.03 119, 221, 222, 230, 232 



23 
 

The predictions of transmembrane helices in chicken DIO3 

 
 

  



24 
 

The accession number and amino acid sequences of chicken 

TrxR1  

 



25 
 

The structural modeling of chicken TrxR1 



26 
 

The predictions of ligand binding sites in chicken TrxR1 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB 
 

  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 FAD 0.98 18, 19, 21, 22, 23, 41, 42, 43, 44, 57, 58, 

59, 61, 62, 63, 64, 68, 130, 131, 132, 160, 

161, 162, 180, 201, 293, 296, 333, 334, 

341, 342, 343, 344, 346, 375 

 NAP 0.43 67, 168, 196, 197, 198, 199, 200, 204, 221, 

222, 226, 252, 290, 291, 292, 293, 341, 

342, 373 

TrxR1 CA6 0.07 21, 22, 25, 26, 29, 30, 33, 56, 60, 63, 64, 

65, 112, 113, 123, 343, 347 

 NAP 0.06 166, 168, 197, 198, 199, 221, 222, 223, 

226, 252, 291, 292, 293, 315, 341 

 WPF 0.06 22, 25, 26, 29, 56, 116, 119, 120, 125, 347 



27 
 

The accession number and amino acid sequences of chicken 

TrxR2  

 



28 
 

The structural modeling of chicken TrxR2 



29 
 

The predictions of ligand binding sites in chicken TrxR2 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB 
 

  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 FAD 0.99 35, 36, 38, 39, 40, 58, 59, 60, 61, 74, 75, 

76, 78, 79, 80, 81, 85, 147, 148, 149, 177, 

178, 179, 198, 219, 312, 315, 352, 353, 

360, 361, 362, 363, 365, 394 

 NAP 0.23 84, 185, 214, 215, 216, 217, 218, 219, 222, 

239, 244, 248, 274, 309, 310, 312, 360, 

361, 392 

TrxR2 CA6 0.05 38, 39, 42, 43, 46, 47, 50, 73, 77, 80, 81, 

82, 129, 130, 140, 362, 366 

 NDP 0.04 84, 185, 214, 215, 216, 217, 218, 219, 222, 

238, 239, 248, 274, 309, 310, 311, 312, 

360, 361, 392, 394 

 WPF 0.03 39, 42, 43, 46, 73, 133, 137, 142, 366 



30 
 

The accession number and amino acid sequences of chicken 

TrxR3  

 



31 
 

The structural modeling of chicken TrxR3 



32 
 

The predictions of ligand binding sites in chicken TrxR3 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB 
 

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 FAD 0.96 125, 126, 128, 129, 130, 148, 149, 150, 

151, 164, 165, 166, 168, 169, 170, 171, 

175, 237, 238, 239, 267, 268, 269, 287, 

308, 400, 403, 440, 441, 448, 449, 450, 

451, 453, 482 

 NAP 0.14 273, 275, 304, 305, 328, 329, 330, 333, 

359, 398, 399, 400, 422, 448 

TrxR3 NDP 0.04 174, 305, 306, 307, 308, 311, 327, 328, 

329, 333, 359, 397, 398, 399, 400, 448, 

449, 480, 482 

 CA6 0.04 128, 129, 132, 133, 136, 137, 140, 163, 

167, 170, 171, 172, 219, 220, 230, 450, 

454 

 WPF 0.03 129, 132, 133, 136, 163, 167, 223, 226, 

227, 454 



33 
 

The accession number and amino acid sequences of chicken 

SelI  

 



34 
 

The structural modeling of chicken SelI 



35 
 

The predictions of ligand binding sites in chicken SelI 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB 

  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 MN 0.05 48, 51 

 8PH 0.05 26, 61, 65 

SelI CL 0.05 120, 123, 261, 262 

 BCL 0.05 62, 65 

 MG 0.05 294, 295 



36 
 

The predictions of transmembrane helices in chicken SelI 

 
 

  



37 
 

The accession number and amino acid sequences of chicken 

SelS  



38 
 

The structural modeling of chicken SelS 



39 
 

The predictions of ligand binding sites in chicken SelS 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 Nuc.Acid 0.06 19, 20, 23, 24, 27, 31, 35 

 CA 0.06 62, 63, 65, 69, 90 

SelS FE 0.05 30, 33, 121 

 Nuc.Acid 0.04 25, 26, 29, 30, 32, 33, 34, 36 

 CPL 0.04 52, 54, 103, 104, 106 



40 
 

The predictions of transmembrane helices in chicken SelS 

 
 

  



41 
 

The accession number and amino acid sequences of chicken 

SelK  



42 
 

The structural modeling of chicken SelK 



43 
 

The predictions of ligand binding sites in chicken SelK 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 32M 0.09 30, 34 

 CLA 0.08 37, 38 

SelK BCL 0.04 33, 37 

 EDO 0.04 20, 38 

 IMD 0.04 1, 9, 11, 50 



44 
 

The predictions of transmembrane helices in chicken SelK 

 
 

  



45 
 

The accession number and amino acid sequences of chicken 

SelT  



46 
 

The structural modeling of chicken SelT 



47 
 

The predictions of ligand binding sites in chicken SelT 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 TFA 0.14 153, 163 

 A46 0.04 97, 98, 132, 136 

SelT MG 0.03 141, 144 

 MG 0.03 172, 176 

 1U3AA00 0.03 47, 58, 59, 62, 153, 165, 171, 172, 173, 

177 



48 
 

The predictions of transmembrane helices in chicken SelT 

 
 

  



49 
 

The accession number and amino acid sequences of chicken 

SelN  



50 
 

The structural modeling of chicken SelN 



51 
 

The predictions of ligand binding sites in chicken SelN 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB 
 

  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 FE 0.07 451, 455 

 ADP 0.05 207, 256, 257, 270, 284, 285 

SelN ADP 0.05 177, 206, 255, 256, 257, 258, 271, 284, 

285 

 CA 0.02 250, 388 

 N/A 0.02 308, 313, 329, 358, 373, 380, 394 



52 
 

The accession number and amino acid sequences of chicken 

SelH  



53 
 

The structural modeling of chicken SelH 



54 
 

The predictions of ligand binding sites in chicken SelH 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB 
 

  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 CLA 0.07 61, 72 

 1R64A00 0.06 47, 51, 52, 53, 54 ,55, 57, 81, 82, 83, 84, 

85, 103, 104, 106, 107, 108, 110, 111, 112, 

113, 114   

SelH PHO 0.06 60, 61, 64, 65 

 MG 0.03 82, 85 

 PO4 0.03 50, 51, 52, 53, 86 



55 
 

The accession number and amino acid sequences of chicken 

SelW  



56 
 

The structural modeling of chicken SelW 



57 
 

The predictions of ligand binding sites in chicken SelW 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB 
 

  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 ZN 0.12 10, 13 

 MG 0.06 25, 28 

SelW 2REMC00 0.05 13, 18, 44, 45, 46, 47, 60, 61, 65,  66, 68 

 MG 0.04 29, 30, 77 

 SO4 0.04 72, 75, 76 



58 
 

The accession number and amino acid sequences of chicken 

Sep15  



59 
 

The structural modeling of chicken Sep15 



60 
 

The predictions of ligand binding sites in chicken Sep15 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB 
 

  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 ZN 0.15 47, 50, 65, 68 

 NAP 0.04 102, 103 

Sep15 IMD 0.04 126, 128, 139 

 BEF 0.04 87, 88, 89, 124, 142 

 CA 0.03 147, 150 



61 
 

The accession number and amino acid sequences of chicken 

SelM  



62 
 

The structural modeling of chicken SelM 



63 
 

The predictions of ligand binding sites in chicken SelM 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB 
 

  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 ZN 0.11 34, 37 

 UNK 0.06 98, 101 

SelM MG 0.04 55, 56, 95 

 S45 0.04 59, 86, 94, 97, 98, 101 

 SE 0.04 84, 89 



64 
 

The accession number and amino acid sequences of chicken 

SepP1  



65 
 

The structural modeling of chicken SepP1 



66 
 

The predictions of ligand binding sites in chicken SepP1 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB 
 

  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 MG 0.06 32, 47, 48, 67, 135 

 GLC 0.03 66, 129 

SepP1 CA 0.03 67, 69, 79, 81, 122 

 CA 0.03 40, 41, 139, 140 

 ZN 0.03 134, 142 



67 
 

The accession number and amino acid sequences of chicken 

SepP2  



68 
 

The structural modeling of chicken SepP2 



69 
 

The predictions of ligand binding sites in chicken SepP2 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB 
 

  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 MG 0.07 32, 47, 48, 67, 135 

 GLC 0.05 66, 129 

SepP2 CA 0.03 67, 69, 79, 81, 122 

 CA 0.02 40, 41, 139, 140 

 ZN 0.02 134, 142 



70 
 

The accession number and amino acid sequences of chicken 

SelO  



71 
 

The structural modeling of chicken SelO 



72 
 

The predictions of ligand binding sites in chicken SelO 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB 
 

  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 MG 0.12 314, 323 

 FES 0.05 320, 321, 322, 324, 326, 327, 329, 331 

SelO Nuc.Acid 0.04 288, 291 

 FES 0.04 152, 153, 154, 202, 203 

 Nuc.Acid 0.04 314, 315, 316, 317, 318, 319, 321 



73 
 

The accession number and amino acid sequences of chicken 

SelU  



74 
 

The structural modeling of chicken SelU 



75 
 

The predictions of ligand binding sites in chicken SelU 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB 
 

  

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 ACT 0.37 81, 85, 86, 87, 88 

 2V2GC02 0.04 15, 19, 23, 35, 36, 37, 38, 39, 144 

SelU MG 0.03 79, 80, 112, 113, 114, 141, 151 

 CA 0.03 57, 58, 59, 64, 131, 132 

 HOS 0.02 88, 91, 110, 112 



76 
 

The accession number and amino acid sequences of chicken 

MsrB1  



77 
 

The structural modeling of chicken MsrB1 



78 
 

The predictions of ligand binding sites in chicken MsrB1 

1. C-score is the confidence score of the prediction. C-score ranges (0-1), where a 

higher score indicates a more reliable prediction 

2. Lig Name is name of possible binding ligand. The information of binding ligands is 

shown in PDB 
 

Protein Lig Name C-scoreEC Ligand Binding Site Residues 

 ZN 0.55 23, 26, 69, 72 

 RSM 0.11 64, 77, 78, 80, 91, 93, 94 

MsrB1 PEPTIDE 0.02 64, 78, 80, 91, 93 

 3HCHB02 0.01 24, 27, 100 

 3HCHA02 0.01 36, 37, 38, 39 


