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1 Table S1
2 Sequences of ermEp and SF14P promoters
Promoter Sequence
ermEp TCGATCTTGACGGCTGGCGAGAGGTGCGGGGAGGATCTGACCGACGCGGTCCACACGTGGCAC
CGCGATGCTGTTGTGGGCTGGACAATCGTGCCGGTTGGTAGGATCCAGCG
ermEp* TCGATCTTGACGGCTGGCGAGAGGTGCGGGGAGGATCTGACCGACGCGGTCCACACGTGGCAC
CGCGATGCTGTTGTGGGCACAATCGTGCCGGTTGGTAGGATCCAGCG
ermEpl GTTGTGGGCTGGACAATCGTGCCGGTTGGTAGGATCCAGCG
ermEp2 TCGATCTTGACGGCTGGCGAGAGGTGCGGGGAGGATCTGAC
ermEpl* GTTGTGGGCACAATCGTGCCGGTTGGTAGGATCCAGCG
SF14P CCTATCCAGGAGATATTATGAGTTACGTAGACCTACGCCTTGACCTTGATGAGGCGGCGTGAGC
TACAATCAATACTCGATT
3

4 Promoter sequences are given in the 5' to 3' direction. -10 and -35 sequences are underlined.
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6 Table S2

7 Synthetic promoters recognized by the major vegetative sigma factor HrdB
Promoter Sequence
C2-6 CAAAGGAGGTTTGACTGGGTTGATGATAGTTTCTAGGATACGCA
A5-11 TTCAAATATATTGACCGGGAAGAGTCGGGAGCGTAGGTTTGGGG
A2-1 GATGATCATATTGACCCGGTAGCTTTCGAAGGATAGGTTGATTG
7-SP AGCATTGATATTGACAGGGGCTGGTCGGAATTATAGCTTAGCTA
A5-18 AATCAAGACTTTGACCTGGGATCCCCTTGGAAGTAGCTTTTGCA
A4-4 GCCTGTATTGTTGACTGCTGTGGGGCATAAACATAGCTTCGAGG
A5-15 GCGGCCGCGATTGACAAGGGAAAGTTGTCCCAATAGAGTCGGAT
A5-1 TACTATGTGATTGACCAGATTCGTGCTCGCCTTTAGAGTCGCGG
A4-19 TTGGGGGAACTTGACGTAGAGTGATTGTTTTTATACGTTGAGCG
A5-10 CACGGGGTCATTGACGAGACCCTGACGGGCGCGTACGGTTTCGT
Al-13 GGCTTGATGTTTGACGTGGACGAGTTCGTTGCATACCTTCAGTA
A5-17 CCTACCTGGTITGACTCGCTTACAACAGAACATTACCGTCTAGC
10-SP TCGCACTCCGTTGACGGCAAGCCTGTGGATCCATACATTCGGAC
A5-24 TTGCCCCGCTITGACGATGGAGTAGGTATGATTTACATTGATTG
C4-15 AAAAGTAGAATTGACTCGATAGTGGGGGCCCGCTAGGGTGCCGC
A4-15 CAAAGCACAATTGACCGCTATGACAGGATTGGTTAGGGTGGGGT
Al-4 GAGTGCGAGATTGACGTAATGAGGGTGTGTGCCTAGGTTCTGTA
A2-19 TTATTTAGAGTTGACTGTGTTCTCGTCTTCCCATAGCGTGGAAA
A5-12 CTCCGGAAAGTTGACTTCGAGGGGCCTCATTTATAGAGTGATAC
A3-12 ACTGTTGTAATTGACGAAAGGGGACTTCAAGCGTAGAGTCAACG
B4-21 ACGCAGTAATTTGACCTTGTTGTACCGGTCGCCTACGTTGTGCT
C3-20 GAATAAAATTTTGACGGAGAGCGCGAGAGCAAGTACGGTCGTTA
Al-12 TGGGATCACATTGACTCAGCTGAATATGGTGCTTACCTTCGGAA
C4-14 CCCTCGCTGGTTGACACAGTTAGTCAGATTGCCTACGATTTCGT
Cc4-1 GGCAACTAGGTTGACGTATTTTTCCGTTAGGCCTAGGGTGAGTG
A5-19 TATGCGTTGCTTGACCAAACCTATGTATAGGGATAGGGTTGGTC
D1-1 CGATGTCGCGTTGACAACGCTGAGGTGAGGGGTTAGGGTAGGTG
Al-14 GTGGGTCGTATTGACGATGTATTTGGGGAGTGTTAGGATATGCG
D1-7 AATTGCCCACTTGACGTTGAGAGTGAAGCAATATAGGTTAACCT
C4-18 GGTGATCAGTTTGACGCCCCTGACATCGGGTGGTAGCGTCGCTG
B3-16 TCGGTGGACTTTGACGTACGGGGTCCCGGTCTGTAGCATGAGGA
B4-12 GGCGTAGGGTITGACTAAAATAATATTCCATTATAGAGTCGTCA
D1-10 GTCTGTGTCCTTGACGCCGCGGGGGTGTAGAGATAGAGTCTGGC
Al-2 GCAGGTTCGTTTGACAGGATCGAGGGGTATAACTAGAGTGTCGA
D1-11 TACATCGCAGTTGACAAGCCGGCTTTCTGATCATACGGTGTGAC
D1-9 TCCGCTGCAGTTGACCGCCGCCACTATTCCGGGTACGGTGCGGT
D1-6 TGAGTACTCGTTGACGCTCTTGCTCGTTGGTGGTACGTTAGTGT
B4-8 TCACATGTGTTITGACCCCGTGGGTCTGAGTTGCTACCATCAAAG

8

9 Promoter sequences are given in the 5' to 3' direction. -10 and -35 sequences are underlined. Weak
10 promoters — from C2-6 to A5-24, medium — from C4-15 to C4-14, strong — from C4-1 to B4-8.
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12 Table S3
13 Synthetic derivatives of kasOP promoter
Promoter Sequence
kasOP;,, TGTTCACATTCGAACGGTCTCTGCTTTGACAACACGCTGTACTGTGTTGTAAAGTCGTGGCC
kasOPsg; TGTTCACATTCGAACGGTCTCTGCTTTGACAACATGCTGTGCGGTGTTGTAAAGTCGTGGCC
kasOPsg, TGTTCACATTCGAACGGTCTCTGCTTTGACATGGAGTCGTGAGCTACTGTAAAGTCGTGGCC
kasOP3;s, TGTTCACATTCGAACGGTCTCTGCTTTGACAATCGTGCCGGTTGGTATGTAAAGTCGTGGCC
14

15 Promoter sequences are given in the 5' to 3' direction. -10 and -35 sequences are underlined.
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Table S4

18 Second-stage derivatives of the kasOP* promoter

Promoter | Sequence Activity

SP1 TGTTCACATTCGAACCGTCTCTGCTTTGACATGGAGAGAAGTTTTGTAAAGTCGTGGCC 0,95

SP2 TGTTCACATTCGAACCGTCTCTGCTTITGACAGAGCCCCTACCAGAATTGTAAAGTCGTGGCC 0,97

SP3 TGTTCACATTCGAACCGTCTCTGCTTTGACAATGATTTAAGCGTAAATGTAAAGTCGTG | 1,02
GCC

SP4 TGTTCACATTCGAACCGTCTCTGCTTTGACAGCCTTGCTGAAAATCTTGTAAAGTCGTG | 2,37
GCC

SP5 TGTTCACATTCGAACCGTCTCTGCTTTGACATCTTATGATTCTCGACTGTAAAGTCGTG | 3,91
GCC

SP6 TGTTCACATTCGAACCGTCTCTGCTTTGACATGGTCTAGCCGTTGATTGTAAAGTCGTG | 3,99
GCC

SP7 TGTTCACATTCGAACCGTCTCTGCTTTGACAATTGGATTCACGTATGTGTAAAGTCGTG | 4,58
GCC

SP8 TGTTCACATTCGAACCGTCTCTGCTTTGACACCCGCGGATTACCTCCTGTAAAGTCGTG | 6,12
GCC

SP9 TGTTCACATTCGAACCGTCTCTGCTTTGACACGCAAGATCAACCCGCTGTAAAGTCGT | 6,39
GGCC

SP10 TGTTCACATTCGAACCGTCTCTGCTTTGACATGTTCTTACGGTCACATGTAAAGTCGTG | 7,42
GCC

SP11 TGTTCACATTCGAACCGTCTCTGCTTTGACAATGGCTTGAATTGGGGTGTAAAGTCGT | 8,66
GGCC

SP12 TGTTCACATTCGAACCGTCTCTGCTTTGACAGGTCCATACACGCGCTTGTAAAGTCGTG | 11,26
GCC

SP13 TGTTCACATTCGAACCGTCTCTGCTTTGACAAGCCGACCTATAAACATGTAAAGTCGTG | 12,54
GCC

SP14 TGTTCACATTCGAACCGTCTCTGCTTTGACACGACCCACTTTCGCTGTGTAAAGTCGTG | 16,52
GCC

SP15 TGTTCACATTCGAACCGTCTCTGCTTTGACACCTACGTGACACATCTTGTAAAGTCGTG | 16,89
GCC

SP16 TGTTCACATTCGAACCGTCTCTGCTTTGACATACTTGGGTCGGGCACTGTAAAGTCGT | 16,92
GGCC

SP17 TGTTCACATTCGAACCGTCTCTGCTTTGACAATCGCAGACTTTATGCTGTAAAGTCGTG | 17,40
GCC

SP18 TGTTCACATTCGAACCGTCTCTGCTTTGACAGGCTCTGCTGTGAACGTGTAAAGTCGT | 20,68
GGCC

SP19 TGTTCACATTCGAACCGTCTCTGCTTTGACACGACCCACTTTCGCTGTGTAAAGTCGTG | 23,44
GCC

SP20 TGTTCACATTCGAACCGTCTCTGCTTTGACACATGACGCTCACCCGTTGTAAAGTCGTG | 26,51
GCC

SP21 TGTTCACATTCGAACCGTCTCTGCTTTGACAATGGGTCCGCCTCGAGTGTAAAGTCGT | 27,30
GGCC

SP22 TGTTCACATTCGAACCGTCTCTGCTTTGACAAGTCGCAAAACAACCTGTAAAGTCGTG | 47,96
GCC

SP23 TGTTCACATTCGAACCGTCTCTGCTTTGACAACATGCTGTGCGGTGTTGTAAAGTCCTG | 50,75
CTA

SP24 TGTTCACATTCGAACCGTCTCTGCTTTGACAACCAAGGCACATCTAATGTAAAGTCGTG | 55,91
GCC

SP25 TGTTCACATTCGAACCGTCTCTGCTTITGACAGAGGTAGGCACGCTCATGTAAAGTCGT | 58,99




GGCC

SP26 TGTTCACATTCGAACCGTCTCTGCTTITGACAGCTCACTGGGCATGGGTGTAAAGTCGT | 70,22
GGCC

SP27 TGTTCACATTCGAACCGTCTCTGCTTITGACAAGGTCCCGGTCTTAGGTGTAAAGTCGT | 71,08
GGCC

SP28 TGTTCACATTCGAACCGTCTCTGCTTITGACAACATGCTGTGCGGTGTTGTAAAGTCAA | 73,51
GGAG

SP29 TGTTCACATTCGAACCGTCTCTGCTTITGACATCCTACACACGTTTAGTGTAAAGTCGTG | 73,63
GCC

SP30 TGTTCACATTCGAACCGTCTCTGCTITGACATCGTGTGGCGCTTGGGTGTAAAGTCGT | 75,14
GGCC

SP31 TGTTCACATTCGAACCGTCTCTGCTTITGACAACATGCTGTGCGGTGTTGTAAAGTCAGT | 84,27
AAC

SP32 TGTTCACATTCGAACCGTCTCTGCTITGACAACATGCTGTGCGGTGTTGTAAAGTCCAG | 91,19
TGT

SP33 TGTTCACATTCGAACCGTCTCTGCTITGACAACATGCTGTGCGGTGTTGTAAAGTCGAT | 94,27
GGC

SP34 TGTTCACATTCGAACCGTCTCTGCTITGACAACATGCTGTGCGGTGTTGTAAAGTCTTC | 94,94
AAG

SP35 TGTTCACATTCGAACCGTCTCTGCTTITGACAACATGCTGTGCGGTGTTGTAAAGTCGG | 95,92
GGGG

SP36 TGTTCACATTCGAACCGTCTCTGCTITGACAACATGCTGTGCGGTGTTGTAAAGTCTAA | 96,30
CCG

SP37 TGTTCACATTCGAACCGTCTCTGCTTITGACAACATGCTGTGCGGTGTTGTAAAGTCATC | 97,50
CGT

SP38 TGTTCACATTCGAACCGTCTCTGCTTITGACAACATGCTGTGCGGTGTTGTAAAGTCGCT | 100
GGC

SP39 TGTTCACATTCGAACCGTCTCTGCTTITGACAACATGCTGTGCGGTGTTGTAAAGTCCCA | 105,15
TGA

SP40 TGTTCACATTCGAACCGTCTCTGCTTITGACAACATGCTGTGCGGTGTTGTAAAGTCCCG | 116,55
TAG

SP41 TGTTCACATTCGAACCGTCTCTGCTTITGACAACATGCTGTGCGGTGTTGTAAAGTCCAG | 127,45
CTG

SP42 TGTTCACATTCGAACCGTCTCTGCTTITGACAACATGCTGTGCGGTGTTGTAAAGTCGG | 135,95
GTGA

SP43 TGTTCACATTCGAACCGTCTCTGCTITGACACGGACAAGCGCTATGGTGTAAAGTCGT | 154,50
GGCC

SP44 TGTTCACATTCGAACCGTCTCTGCTITGACAACATGCTGTGCGGTGTTGTAAAGTCTGG | 187,45
TGT

19

20 Promoter sequences are given in the 5' to 3' direction. -10 and -35 sequences are underlined. Relative
21 activity of promoters is shown in % of the kasOP;s; (kasOP*) promoter’s activity.
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Table S5

ermEp1-based synthetic promoters and their activity (with control promoters used in the study)
Promoter | Sequence Activity
D4 CCCGTCGGCTGGAAACACTTGATCCAACTTAGGATACTTCC 3,3
c9 TAAAGGGGCTCCCTCAAAAAAGACTTAGTTAGGATGCCAAG 3,6
62 CGCCGCGGCTAAAAAAGAAATAGGCTCAATAGGATGAACCC 3,6
C3 CTGAAATGATGTGGAGCACTTTAGGATAAATGA 3,9
76 AACATAGGCTATACAAAAAAACCGCAGTTTAGGATAAATAC 4,0
71 GTGTATGGCTTCAACGTGGAATACCTCCATAGGATAACGAG 4,0
D3 CCACGAGGCTCTGACGATTTCTTTAGGATGGCACG 4,2
74 GGCTCAGGCTGAATGGTCTACCAAGCTATTAGGATCAGCAG 4,5
D11 ACGCCGGGCTACAAAAATAATATCAGAACTAGGATGGACTC 4,8
D6 TAACGAGGCTTGGAACATTATGGACTCCATAGGATACGTAA 4,8
A6 GAGGGAGGCTATGTGATCGGGGAAAGAAATAGGATAGCGGT 49
63 CCCCCCGGCTTTTACCATTCGGCAAGTTCTAGGATCCCCAA 5,0
C1 ACTTTCGGCTAAAAAGCAATTCATTCAATTAGGATGGAAGA 5,0
A2 AGTGGAGGCTACCTCACAATGGTGGAAATTAGGATGCAACC 5,4
D2 CGCGTAGGCTAAAGATGACATCTTTAACATAGGATGTGCGC 5,5
Al AGGCCGGGCTGCACTTATTCATCTGTAGATAGGATAACCAA 6,3
64 ACCTAAGGCTAAACCATTATATAGACTCATAGGATAGCGAG 6,5
D1 TTTAGAGGCTCATTGATGGAATCCGAGGATAGGATAAAGTG 6,7
49 TGTTTCGGCTCAGTTCTAGACCTACTCATTAGGATTTTTCA 6,8
114 TCGGGGGGCTCGACACGGCCTCTAACTACTAGGATAACGCT 6,8
B7 TACGCGGGCTGAAACCAGGTTTCTTACAATAGGATATGGAG 6,8
B13 TGCTCGGGCTTTGCGGAATTCTAACTACGTAGGATTAGCTT 7,0
4 CTTCAGGGCTTTTGTTTGGCTTAAATCCGTAGGATAAAAAG 7,1
66 GCACCCGGCTAGACATAAACTGAGTGCAATAGGATATTTAA 7,2
A5 TCAAGAGGCTCCCTCATTAGAGTCTTATATAGGATGGGCAT 7,2
69 TTACCAGGCTCCATAAGTCAAGACGCTTGTAGGATAAAAGT 7,7
c2 GTAAAAGGCTAAGACTGAAGGCGAGTAGCTAGGATGCTCTA 8,1
68 CAGCCGGGCTCTTATCTTAAACTGGAGCCTAGGATCTCATT 8,0
D7 AAGAAGGGCTAAGTTGATTATGCCAGTAATAGGATAAACTA 8,6
c7 TCAAAGGGCTAGTATGTGACTCCCCCATATAGGATACACCT 8,6
B5 ATAAAAGGCTCGTTATAGCAAATAACTATTAGGATCATCCA 8,9
B6 TCAAATGGCTAGGATATAACCTACACGATTAGGATAGCCCC 9,1
D9 CTTAGAGGCTGGTGTCAACTAGATCACCATAGGATTCACCA 9,3
D8 ACAGAAGGCTCCCCGTTGCGCCACATATGTAGGATCGACTG 9,5
39 CACGACGGCTAAACCAGAAAGGCCTGGCCTAGGATTAATGT 9,7
A8 TATAGAGGCTGTCAGATCAATGTGAGGGCTAGGATCTTCAA 9,7
B1 CGTCAGGGCTACTCTGGCAACCAAGCGATTAGGATTGAAGG 10,3
65 AGATCTGGCTCCTTTCACAAACGTACTCATAGGATAGGTTT 11,1
70 ACCCGTGGCTACTCAGCGAATAACTCTTGTAGGATACATAA 12,7
67 TAAAGGGGCTGCCGTATGGTTAAGGTGAGTAGGATCGGAAG 13,2
C10 TCTCGCGGCTCTATCGCTTAGGTGGGTAGTAGGATGGCAAG 13,5
82 TCCTGAGGCTAAAATTAGGATTCTTCAAGTAGGATTGTAGC 15,2
B12 CGGGATGGCTTATGAAGGATTGTCTCACTTAGGATAGAGCA 15,3
D10 TAGACTGGCTCGTTGCTAGCGTAACCAAATAGGATACAACG 15,9
102 TCACAGGGCTCAATGCTAAAAGCTAATCATAGGATAGAATC 16,7
A4 AAAAGCGGCTATATCGCTACAGCTTCCAGTAGGATACAAGA 17,5




25

26
27
28

29

ermEpl* | GTTGTGGGCACAATCGTGCCGGTTGGTAGGATCCAGCG 21,2
B4 GCTGTAGGCTGTTAATATATTTCGGTGTGTAGGATACGGGC 21,2
ermEpl GTTGTGGGCTGGACAATCGTGCCGGTTGGTAGGATCCAGCG 21,5
61 CACGCTGGCTACATTATACCTCGGCATAGTAGGATATCCGC 21,6
81 CAGGTCGGCTGGTTGGCTGACAAAGTGCGTAGGATGACTGT 21,8
5 TCCGATGGCTGGGGTAAAGACAACCGGGTTAGGATGGTTGT 23,7
A3 TAGCAGGGCTCCAAAACTAACGCCTGATGTAGGATCAGATG 30,0
Bi0 CTAGGGGGCTATGATAAAATGTGAGTCAATAGGATCGGTAA 33,0
57 TTGAACGGCTGGAGGGATACACCTGGTCATAGGATACCATC 33,5
ermEp* GCTAGCCGCGGTCGATCTTGACGGCTGGCGAGAGGTGCGGGGAGGATCTGACCGA
CGCGGTCCACACGTGGCACCGCGATGCTGTTGTGGGCACAATCGTGCCGGTTGGTA
GGATCCAGCG 37,6
A9 CCGGGCGGCTTCCTCATGCTTGACTTGACTAGGATAAAGGG 38,0
ermEp GCTAGCCGCGGTCGATCTTGACGGCTGGCGAGAGGTGCGGGGAGGATCTGACCGA
CGCGGTCCACACGTGGCACCGCGATGCTGTTGTGGGCTGGACAATCGTGCCGGTTG
GTAGGATCCAGCG 39,4
21 TGTGCGGGCTCTAACACGTCCTAGTATGGTAGGATGAGCAA 62,2

Promoter sequences are given in the 5' to 3' direction. -10 and -35 sequences are underlined. Relative
activity of the promoters is given in units of Gus activity per gram of dry weight. Activity of the reference

promoters ermEp, ermEp*, ermEp1 and ermEp1* is also shown.




30 Table S6

31 Promoter regions of glyceraldehyde-3-phosphate dehydrogenase and 30S ribosomal protein S12 from
32 selected actinobacteria species

Promoter Sequence

Pgadph(SG) | CTCGGCGGCGAGCGGGGGACGTTGGTCCCGCACCCGCCGGGACCCGGGTCCCGGCGGGCGAA
ACGGAGGTCCGTGCTCCTACTGGCGAGTACGGATCTCCGGCCGTATCCGGTGGCGTGCGGTGG
CCCTCTCGATGTCACCCCCGGGGCCTCGGAGAGGTAGGGTCGGAAGCGGTCGGGGACATCCCT
ATACAACTCGCCGGCGTCGAAAACCGGCGTACCTAACGAGGAGATCGGTTC

PrpsL(SG) AGGGGCGCGCGGCCCCGGCCGCCGGCLCGTCCCGTCCGGGGGLCCCGTGGCCGGGGLCGGTCLCG
GCGTGTCGCGGCGGACAGCATTTGTTTTGACCCAGCTCCGTGAGGTAGGTACGCTCAAGCCTTG
TGCCTGGGGTGTGCCTGGGCTCGGGTGCGTGTCCTCAACCGCATCGCGAGTCCGTCAGTAGCCA
CCGCAATCTGCGCCCTTCCTGCCTTCGGGGCGGGAGTCCGCAGTATTCGACACACCCGACCGCG
TGGGTCGGCGATGTTCCAGGTTAGTTTCACGAACGGCACACAGAAACCGGAGAAGTA
Pgadph(CF) | CACCGGGGCGCCCGTCGTCGGCGCGCCCGCGTGGTCCAGCATGCGAACGCAGGTCCGGGCCGG
ACCTTCGTCTTGGCCGACGCCCTCGCCGCGGGGTATAGGCTCGGGTCATCCGATCGCAACGACG
ACGCAACGCGCTGGGCACATCCCGGCGGTGGCTGGTCGGCGGCGGCCGGAACGCACAGCGGC
GTGCGTGACCCGAACACCAACTGTGTGCGCCGGCATGGGATCGGCGCGTGCCGAGGAGGGCAA
Pgapdh(EL) | GCTGCTCCTTCGGTCGGACGTGCGTCTACGGGCACCTTACCGCAGCCGTCGGCTGTGCGACACG
GACGGATCGGGCGAACTGGCCGATGCTGGGAGAAGCGCGCTGCTGTACGGCGCGCACCGGGT
GCGGAGCCCCTCGGCGAGCGGTGTGAAACTTCTGTGAATGGCCTGTTCGGTTGCTTTTTTTATAC
GGCTGCCAGATAAGGCTTGCAGCATCTGGGCGGCTACCGCTATGATCGGGGCGTTCCTGCAATT
CTTAGTGCGAGTATCTGAAAGGGGATACGC

Pgapdh(KR) | CACGGGCCGGTGAACCCCGCATGAATGTTGGTTCATGTGGGGTTTGCGCCAGCTGTGTCGCAGT
TGCCCCCCGCCACTGTTCCCGGGGCATGAATCCCGCTAGAATGAACACGGAAGAGCAGGTGGA
CCCCGGGTCGTCACCGCACTTCGGGTGTGGGATTTATGCCGATTGGTTTTGATCCCACATCCGGA
CGGGCCGGAGTGCACCGCACACCCACTCGCAGAGGAGATTGCA

Pgapdh(TP) | TCCGTTCCCGGCGGGGAGCGGGACACCCGGGGAGTTCGCCCGGAAATGTCCGAAGCTAGGCGA
AGAAAGTGTGACGAGCACGAAGTCCCTGCTCCCTGCCGGTGCGAATGTGCCACGCGATAGGGT
GTGGTGACAGGCACACCCAGTCGAAGGAGCAGTTAA

PrpsL(AC) GCGCGGTCTCGCCGGCCGGCGGCGGTGCCCGGTTGTTCACTCCGACGGCTCCGGGAGTCGCCG
GAGCCGTCGCCGAGAAGAGGGCCGGTGCGCTTCGTCATTGGCGCAGGCGTTCCCCCGTGCCGT
CGAGCGGTGGGTTGCTCCGTGACGTCGCGGTCCCGGTGGCTGGCGTAGCCGCGAACTACGGCA
GCGACTGACCGCTGCTGCGGCCGGCTACTCGGCGCGCCGGCGGAGTCCCTGCGCTGAAACGGG
ACCCGGTTTTGACCTGCCGGCACGGGCTCGGTAACCTAGTCGCTCGTGCCCGGCTTCCCGGGCG
CCTTCGCTGTTCTGCGCGCGTTGCTTGGTTTGCGCGGTGCTCGGCGTGTGGCCGCCGGCAGGCG
GCCTCCGGCCGAGCCCGACACGCCCGACCGCGTGGAGCGGCGATAGGGTGCAGGGAGCAGGA
CATCGGACAGACCGAGCGATCACGTTTGAGGATCCACGAAGGGCGCGT

PrpsL(CF) CCCGCCGCGGGCGCTGGAGGCTCGGGCGGGCCCCGGGCCGGAGGCGGCCGCGACCACGACGC
CCGCGGGACGTGACGAGCGGCACGACTCGACGACTCCGGGCTCCTTTGACGCTGTCCGTCGCGC
CGGGTAGCGTAGGACACCGTGCCCGCGCCGTCGGGCCCTCGCGCGTGCACTCGGTCGACCGCTC
CCTGCCGGAGTGGGTGCGGGTGCACGGGGTGGCTCCCCACCTCCTCTCGGATCGGTCCTCGCGG
ACTGCCGCCGTGCGGAGGACCGGGGCGACACGCCCGGGCGLCGGGGGTCGGTGCGGGACTCCA
GACCTCCGGGGTAGTCGTGCGACGGGCGACGATCCGGGCCGAGCCGGCCGTCCTGGGTGACG
GGTGCCGGTCAGACCAGAGAACACCGACAGACGGAGACGTA

PrpsL(KR) TCACGCGTGGCTGGGTGCGGGCTCGGTGGTCTGGGGCGTCGGTTTCCCCTGAGCTGCCGTGGCT
GATACGATGGGCCAGAATTGCTCGATTCCGGGCAGTTTGCAATGAGATGGCAAATCGGACTCCG
TCCTGTGGTACGCACCATGTACCTAGATGCCATCTTTCGTCATGCTCAGGTGCGGTTTCCGAGGC
GTTCGCCCCGGCACGCACCGGGCACCCCGGGATCAACGTTCCGTCATCGGCGGGGCCGGCACA
CACCGCGCACCCGCCCCAACAGGAGGCACT

PrpsL(LX) GGGCAGGGGCGGAGCGGACCGGGAGAGCCGGCGGGACACCACGCTCTCTTCGCAACCTCAGG




GGGAAGCGCCGGTAGCATGCCCGCGATCATTTGACCAGCTTTCGCGTGGACGATAGTATTTATC
GGGTGTGCGCTCTGTCGCGCGCTTGTCCTATGGTCACTGACCGGCTCGGTCCGGGACTGGGAGG
AGCGGGCCGGCACGTACTCATCCGATGGGCTGAGGAGACCGCACGGGAACCLGLCCLCACGGL
ATATCGGCAGCTCGCCGATCACCCCACGACCAGAGGCGCCGCGAGGCGCGGLCTGGGLCGETGGEE
AAAGCAACAACTGTCACCGTGCAGTCCTAAAAGGAGAAGTTCA

PrpsL(RO)

TGTGCCCTTGCCCGTACCGACAGCTCCGAGCAGTTCCCGACATCGCAGGTCAGCCTTTACCATTG
TCCGCCCACTTTGACCTTCCGGCGCGCCGCCGGGTATCGTTGTGGGTCGTGTCCGGCATGCCCG
GGCCGATCTGTGTGCCTAGCGAGGTATTGCCGTGCGCGCGTTCGTGCAGATTTCTGCATGGAAC
GAGCATCCGGCTGCCTGTGTGGGGGTATGCGACACACCCGACCTCGGGTGCAGCTCGAGGTGC
GGGTGAGGGGCAGCAGCTCTCTTGCCCCAACTGCTAGATCCCTAATTTCAGAACAGCCAAGGTT
GCTTGTCCAGAGCAGTCTGTTCAACACGAAGAAAGCCGGTAA

PrpsL(TP)

ACCGGGTCCGCGATCGGCGGAGGCGAACACTTTTGACCACTATGAGTTCATCCAGGTAAGCTTG
GTCGCCGTGCCTGGTGAATGCCAGGACGATCGCTCGTGCCCATACTGCAGGCCGGACCTCCGGG
ACCACGTACGGACACGCGACACGCCCGACCTCGGGGTACGTGCGAGGCGGGTAGCTACTTCCC
GGAAACGGGACTGACCAGCAGAGACGGCGAAAGCCGGAACTGCCGGTGGGGCCGLCGLTGLGE
AAGTCGCACCCTCGATGAGGGACGGCTTGCCCGGAGCTACAACCGCAGCAGTAGAGCCACCGG
CCGGACGGCCGATGGCAGCCGAAACGAAGTAAGGAACCTGCGCTTCT

PrpsL(XC)

GCCCTGCAGGCGGAAGTCAGGTAGACACGACTTCCGCTAGTCCTTGCAAGGTCTGCTGACGTGA
GGCGGGGCGGTCGTTTTTGACCGCCCCGCCTTCGTCATGTAGGCTCGCTCGCTGTGCCTGGCGT
GTCTTCAGACGCCCAGGTCCCGGTGCCGTGAGGCCCGGGCCATCGAGCCGGTGGTACGTGGCT
GCGGTCCCCTTGTGAGGGCTGCGCGCCGTGTGCTGTCCGGCGCGCACAGCCTTGAATCCACCCG
CGGGGGCCGGCCGGTCTCCGTGAGCTCGAGAAGACGACGGAGACGTA
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34 Promoter sequences are given in the 5' to 3' direction.
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Table S7

Strong constitutive promoter regions from Streptomyces albus

Promoter

Sequence

1
(XNR_3584)

CTCGTGAGGCTAGCTCCGCCGCGGACCCCGCTCGCGCCGGGGCCCGCCGAACGGTGCLCGGGL
GCGCGGCGCCACGAGTACGGCAGGTGTACCGTTGTCAACGCCTGACCTGCGGCAATCAAACA
TCCGGGTGAAGTGATCTTTCCCTCTACCGGTGCCGAGCTTCTGCGTGCTAGGCTCGCCGCAAGT
TGCAGTTTGGTTTCCCTTGCAGTACAGAGCCTGCGGAGCATGTGACCGCAGGCTCTCGTCATTT
TCAGACTTTTGCACTTGTTTTCACACTTGCAGGTTCTGGAGCAGGGCAACCCTTTGGCCCAAGG
AGGGCTT

2
(XNR_3799)

GCCCGGCCATATCCGGCCCGGCCAAATCTCGGCCGGCCACCTCGGCCTGGCCAGLCCTGGLCCG
GCCAATCTCGGCCCGACCAACTTCAGCCCGGCCGGCGCTTGAGGCCGATGAGCCGCGGAGCG
GCGAGTCTTCCGCCCGGCCGGTCCGGGTGGCCTCAAGCGCCGGCCGGGCTGGTTTTGGTGCG
GACACGTCTGACCGTGCCGGTCACCGATGGCCTCAAGCGCCGGCCGGGCTGGGAGTGGTGGC
CGAGGCTTCGGGCGTACGTGCCAGCCCGCAAGGGGCTGCGGTGGGGTGGCCTCAAGCGCCG
GCCGGGCTGAGGTTGGCTGGCTGGGCCGGGTTCGGCCGGTGGGTCGAGGTGGCCTGGCCGG
GCTCGCCAGGGTGAGTTGGCCGACGGGCCGAGGCGGCCCGCCCGGGLTCCCCGGGLCCGAGT
TGGCGCGGCCAGGCCAGGGCTCAGCAGGGTGGGGGAGTGGGGCAGGCGGCCCGGTAGGGG
AGTGCGGGAGGGCAGCGCGCGCCGCGCGCATTGGCACTCCGCTTGACCGAGTGCTAATCGCG
GTCATAGTCTCAGCTCTGGCACTCCCCGCAGGAGAGTGCCAACACAGCGACGGGCAGGTCCG
GCACCCGCGACGACGGATCGACCTGGTCGCCACACTCAGATCAGTTAACCCCGTGATCTCCGA
AGGGGGAGGTCGGATC

6
(XNR_2393)

GGCGCCGACCGCACCACACTCACGAGGGCCCGCCCCACCAACAGGGGGLGGGCLLLTCTGTGC
TGGCCTCAGGCGCCGACCGGGCTCGGTGCCCTCAAGCGCCGGCCGGGCTCCAAGGGTGGCCT
CAAGCGCCGGCCGGGCTGAGTTGGGCCGGTCTGGGCCCGCACGCGCGCCTCACTGACGGCCT
CAAGCGCCGGCCGGGCTATCTATAGCCCGGCCGGCGCTTGAGGCCGTCTTTGGCGCGCGCCT
GTGAGCGGACGGCCCGTCAAAGATCAGCCCGGCCGGCGCTTGAGGCCATCTTTCGAGCCCGG
CCGGCGTTTGAGGCCACCCCACCCCCGLCCCGGCAGGGGLCGGLCTGACCTCCGCATCCGLCGE
CGCGGACAGGGCACCCCCAGTAGACGGGCGCGGGGCCGGAGGCCCCTAGCGCCTTGCACTCT
CCTACCCCGAGTGCTAATTATTGGCGTTAGCACTCTCCGAGTGAGAGTGACAGAAGGACCGGG
TCGGTGAGGCCCGCTGGCCACGCGGGGCAAGGAACCGCGAGGCAGGCAGGCCGTCCGTCGC
GGGCGCCAGCACGGTCCGGAGTATCCACCCTCCCCCAGACAGAGTCCGGGGGGACCCCCAGT
CCTGGGAGGACCACTTCAC

7
(XNR_3752)

TCCAGAGATGTCCGGCGTGCGCGTCCCGTGGGGCGCGTGGGCCGGCGGATTCGTCCGTCCGG
GCGGGTCCTGCGACGGTCTGCGGCCGGGACGCATAAGGATCAGCGCATCGGGGCATTGTTCC
TCGATTCGCCTTTTGCGGGAGCCCTGGCGTAGACTGACGCGTCGGCTCTCGTGCACCCGTATG
TCCGTATGGATGTGCAAGGGACACGGAGCCGGTCAAGGTAGTCGATTCGAAGGGCGAAGC

13
(XNR_3728)

GAGTGCTCCTGCCTCGGGACCGGCGGACAAGCGGCCGGTCTGATCATCGGGGCAGCAACATA
TGACTCCGGCACATGTCAGGGAGCTCCGAACGGGTGCGTTCACCCTGATGGGGGAGTACGGG
AGCGCCCGTGCGGAAGATCCTCGAAGGGTGTCCCGCCCTCGTTCGGCCGCGTCCGCGTTTGAC
GGCGGGAAGGCCGGGGGTAAGCTTCTCGGCTCGATTGGCTCTACGCGGGGCCCGTGTGGCA
GACTGTCCGGGTTGCTCGGTTGAGTGCCGATGCCGCGCGCCTCCCGCCGGGAGGACTGGAAG
CGAGTCCCACAGTACTCGTCGCCTCAACTGCCCCAGGTTCGCCGAAGGCAGCGCTGTGGCGGA
CGTACGGGAATCTTCCGGGAAGCGTGTGCGGGGTACCAGCCAGGCGCCCGGTGGTCACCACA
CCGCAAGGTGTGGCTTCACCGAACCGCGTGGCCACGGTGTGGAACGCAGCCCCCCAGATGGG
ATTCCGCGAGGAAATTTCGTACGGGCGGGAAGGCGACACACCCGACCGCGTGGGTCGGAGA
GAGAGACCGGACCCCGGGTCCCAGAGCGTTACGAGAGACAGGACTACCAAGTAGCC

15
(XNR_1700)

TCCGCGCCGCCGGCCCGACGGTGCCCGGCCCCGTACCCCCCCCGGGTGGTGCGGGGLCGGGL
ACCGGCCTTTTGGCGCTGCGGAGTTGACGGAAGTTGGCCGAACCGGATGCGCTCGGCGCCCG
GGGGCTGAAAGATGCTCACAGCCCCTTTCCACGGCGGTCCGGGAGGGGAGGCCGGGCAACC

GGTTTTCGGGGGCGGAGTGTCCGGTATGCGGACGGCCGCGCCCGATAGATGTGTAACGAGTC




CGTTTCGCAACCATCTATCTCGGATCGGTTTGTCCGGATTTTGGAAGATGTGAGTGTCAGGTGT
GATCGAACCGAGACCAAAAGGGTGTGGTCGGGCCGAACACCATGGCTAATAGTTGAGCGCGT
AGAGCTCGGGTCAATGGGTCACGCGCTGTGGGGAGCGCCGACTCACGAGCACACTGGGGCAC
TCGATCTTCGCCGTCAGGGGTGTCGGCGGATCGTCCTGTGCCCTCTCTTGCAGTGAACAAGTG
GACTCATGAGGAGGAACCC

23
(XNR_4375)

GCGTGGTCCTGGTTCTTGAGACGTCGAGACGTCGAGGCGGGCGGGCGGCGCGGAGCCGGAC
GGGGGCAGTAGGCGCCTCACCTCGGGTGGGCTCACGCCGCCTGGGCGCGCCCACCGGGLCG

GCACACGACCCCCGGGGTCCGCGGCCCCCATCGTCCCATGCGCGGGGACCGGCGACCGGTTT
GGGCCGCGCGTGGGGCCGCTGGTAGCCTGGCCCGATGTGTCTCGTAGCCCTCTCAGCGTCGG
GACACGACCGGAAACACCCAACCTGAACCTGTAAAGGCTCTTTC

24
(XNR_3720)

CGGCCCCCTCCCCGTGGTTCCCCGTTCCCCGTCCGCGCCCGCGTGGCCCGTACGGCGGTACGG
ACGGGGCGGGACGGGTCAACGTACTGACCCCCCGGCCCAGGTGGCCCGCCCTTGACCGGAAT
GAATCCCCCCGCCCCGCTACTCGGCGGGAAAGCTGCGCTCTGTGGCCGAAAACACACAGAGG
GTGGGAGGGGGCGTGCCGGGGGCCGGCGAACGATTCCGGCCAGGGTGCCCCTGGCACCACC
CGGCGGCCCGGTGTAGCGTCCCCCGCGGGACCAGAAGACGATCATGCAGCGGAGGGCGLCG
GTCCGCCCCGGGGTACGGGGCGTCTGACCAGCCCGTCCGCTGCGCGTGCATTTGTTTTGACCG
AACTCCGTGCGATAGGTACGCTCAGACCTTGTGCCTGGGGTGTGCCTGGGCTCCCGTGCGTGT
CCAACCCGCGCGGCGAGCGTCAGGCGTCAGCACCGCAATCTGCGCTTCTCCCGTGTGCTAGCG
GGGCTCCGCGGTATTCGACACACCCGACCGCGTGGGTCGGGAGTGTTCCAGGTTAGCTTTACC
TGTTCGGCACACAGAAACCGGAGAAGTA

28
(XNR_1131)

TGCCCGCTCCCTCTTCACGTCCCGACGGCGAAACCGGCCGCCCAGTCTGCCGTGLCCCGGLLCG
GTCCCACCACCTCCTCCGGCGGACGCCCCCCGAAGGAGCGGACCCGCCCCCGACTTCCGGLCG
GCGGCGCCCCCGACCTCGTAGAACCCCGCCCGAGCGCCCGGCGTCAACCTCGLCGLCCCALCGCaT
CACCCGGCCCCTTCCCGGCTGCGGCGCGACCGGCTCCCCGCCCCTGCTACTCTGTCCGAGGCC
GTCTGTGCCCACGTCCCGAGCCCCGCGTTCGACACGCGGTCCCGGACGACCGGACGGATCCAT
CCGCCTCCCGAGTCACCGAAGCCTCCCCTGAGACGAAGACCAGGGGCGCTCGGAGGCAAGCG
AAGACATCACAGAGGAGTACGC

31
(XNR_3170)

CCGGACCTCTCCTCACGCTCACCCTGCGCGCTTCCGCGCGACAGGCACAATTACCCGTATATGT
CCCGACTCGCCCACAGTCTCCGCCTTCGGCCGGGTCATTCCCCCGACCGACCCGGLLLGGLCCA
CCCATTTCCGGCCCGGCCGGCGTTTGAGGCCGACCGGTGACGGACACCCGAAGCCCTCGGAG
CGCGCTCGGCATCAGCCCGGACGACGCTTGAGGCCACCTCGACCGCCGCCGGACGGCTTCATC
CGAAGTGCCTCTGAACTGGTAAAACGAGCCGTGCTGGCAGCTCTCTGCACAACCAGGCAGAAC
AAAACTTGAGCCCGTCCGACTCAACCGCATTGACGCGCCGCGTCCCCTCGTGCATCCTTGAGTG
AGTTCCACTCAAGTAGTCAGCTGGAGGAATTGAC

38

39 Promoter sequences are given in the 5' to 3' direction.

40




41 Table S8

42 Synthetic promoters based on actll orf4 promoter of Streptomyces coelicolor

Promoter Sequence

ScoSPL7 CGGGCTGGGGLCTCGGGGCCGCCGGTGAGCTGGTAGACG

ScoSPL9 GCGGGAGAACTTAACAGCGGGTAGTTCGTAATTTGCAA

ScoSPL13 TGGGGATGAATTAGTTCCGACCCGAATTCTGTTATTCCG

ScoSPL20 TGAGCTGGTAGACGAAGGCGCCCGAGTCTCCTTCGTTC

ScoSPL25 GCTGGTAGACGAAGGCGCCCGAGTCTCCTTCGTTCACTG

ScoSPL50 GAGGTTTGCGAATGTCGCCTTGGTGCCCTTGTTCGTCA

ScoSPL51 CATATTTTGATTATTCTTTTTCTTTTTCTITCTTCTCTG

ScoSPL52 GTGCCTTGTGCTTTGATTGGCTTTATCGTTGTTGTGGC

ScoSPL110 | GGCAAGTGTTCAGAGATAAAGGGCTCGGTTATTAGGGA

ScoSPL117 | TGCTCGCTGTTTTTTTACGTCTTGGGGATTACTGGAAC

ScoSPL185 | TGGCCCCGACCAGGCTCGCTCCCCCATTITTACCTCGG

43
44 Promoter sequences are given in the 5' to 3' direction. -10 and -35 sequences are underlined.
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47

Table S9

Constitutive promoter regions from Streptomyces coelicolor

Promoter

Sequence

Psco4503

CCTCGCCGAGCGGGAGGGGCCGGGGCGCGGCCTGATCTCGATCTGCGCGGCGGGCGGCCAGG
GCGTCACCGCCATACTGGAACGAACGTGATTGGGTCTGCCCGGCGGATCAGGTCGCAGGAAAG
TCGCGGTGCCTCATCGACGCCGGTGAGCGGGGGCTGGTGCGTGCAGCTGCAAGGCGGAGGAG
GGAGTCGACGCGGAGCGTCGGCGAGTGACGACAACGCCGCAGATGTGCGCACCAGCCCCCGC
GTCTGCGGCATGATCCGCCGGGCAGGCCCAAACCCTCAGGTAACCCCCAACACTGCACACGTCC
GGCGCGGGAAGATCGTGGAACGCGCACCAAGTCCCCACCTGGGCGCCGTACGATCCCGGGACT
GACCGTCGGTAACCCATGTCCGCGGAACCGGCGATGAACGCCTCGGCGCGCGAGGCACGTACG
TCATGCAGCAGAGCAGCGACAGCAGAAGCAGTGTCTTTGCTGCACGTCCCAGGAGCCGCCC

Psco4508

AGGCCGTCGAGGGTGTCCTTGGCGCCGCGGGTGAACTCGTCGAAGTTGTCGTCGAAGGCCTTG
GAGGACGACTTCGTGACGTAGCCCGACTCGACCAGGTTCGCGATGTACTTGCGGAGGCCGTCG
AGCTTCTCCTGGAGCTTTTCCTTCTCCTTCACGACATGCTTGGCGGCATCCCGCATGTCCTGATAT
GTGATGTCAAGGTCTTTGGGCATGAAGCCGCTTCCTCTCACAACGCCGCAGGGCCAACCCCCGT
GGCTCCTCGTGTGCGGATCGAACCGGCGCACCGGTCACGCCGGTCGTATGACACGACCGGTGT
GATCGTCCGCTCTGAGGCAGCAGCTTACGGGGGAGGCCAGTGGTGTCACATCCCTGCGTTGCCA
ACGGGAACGTCCGGTCACCGCCCTGTTGCCGGACCGCGACACCCAGCGGATATCGTCGCCTGGA
CTGTGAGCCGTGGTGTGGAAGCGGCCGCAGGGGCTCGCCTGGGGAGGACAAGC

Psco6740

GCGCGGTACTCGGCGCCGGAGAAGCGGTAGGGGCCGATGCCGGGGTAGGCGTTCAGCTCCAG
GTCGGCGTGTTCGGCGGTCTGCCAGGCGAAGTCCCGCCAGACGAAGTCGTCGCCGTCCCGCAG
GATCACGGCGGTCACCGCGCCGCAGGCCAGGTCGGCGCACTCGGGGCAGCCGTAGATGACGTA
CCGGCCGCCGGGCAGGGGCGCGTCGGCCTCCAGGAGCAGGCAGCGGACCTGCGCGGTGAAGA
TGGCGGGCGGTACGTCGGAGGCGAGCGGGGAGACGGCGTCCAGATCGGAGAGCCGGAACAG
GAGGGGGCGTCCGTCGACGACGAAGTCCATGAAGTCGCGGTGGACCTGGAAGTCGCCGTCGGC
GTGGACTCCGCCGGCGCGCGTCGCCGGGGCCAGACCGAAGGTCGCGTACTCGGCAGCCATGCG
GTGAGTATTCCCTCGGCCGGGCCTCTTGGAGCACGCCGTCGGGCGTTCGGTTAACGTCCTGGT

Psco3410

CGCCTGGACCGCCGCCTGTTCACCTCGACCGCCTACCCGACCGACTACGGCTTCGTCGAGAACAC
CCTCGGCGAGGACGGCGACCCGCTGGACGCGCTGGTCATCCTGGACGAGCCGACCTTCCCGGG
CTGCCTCATCCGCTGCCGCGCGATCGGCATGTTCCGGATGACGGACGAGGCCGGCGGCGACGA
CAAGCTGCTGTGCGTGCCGTCGACCGACCCGCGCGTGGAGCACCTGCGTGACATCCACCACGTG
TCGGAGTTCGACCGCCTGGAGATCCAGCACTTCTTCGAGGTCTACAAGGACCTGGAGCCCGGCA
AGTCCGTCGAGGGCGCCGACTGGGTGGGCCGCACCGAGGCCGAGGCCGAGATCGAGLGGTCC
TACAAGCGCTTCAAGGACCAGGGCGGCCACTGATCAGGCGCCTCTCCCGTAACGGGCCGCACGC
ACACGCGTGCGGCCCGTTCGTGTTTGAGTGACCATACTGAGGTCAACAGGAGGGT

Psco4658

GCGCCGGGTAGAGCGGGAAGAACGCGACCGAGTTCTGCTGGACCGTGAACAGGCCGTCGGAA

TCCAGCCGGACCAGGGCGGGGCTGTAGCCGTGCTCGGCGACCTGGAGGTACCACCAGCCGTCC
CAGGTGGCCAGCACGTCCCACCAGTGGGCGCCGCCGCCGAAGCGCGGGTTCTTCCCCCGGAAG

TCCCCGGCGTGGGTGAGGAGGGAGGCGAAGACCCCGAGGCCGACGAGTTTCGTGACGCCGTA

GAGCGCCAGCGGGGCGAGGTAGGGCCGGGLCLCCCGGGCGGGAGGGLCGGGGAGCCGGLTCCGL
CAGGAGCGTGCCGCCCCCTCGCCGLLCGGLCGGLCGTTCGCCGGTGCCGTCCGGCCCGTCCGTCA
CCGTGTCGTCGGCAGCCGTGTCCATGGCTGTCATCCCCCTCGGGCCACCCTCAAGCGTCAATTGC
TGCCATAAGATCGCACAAGAGTCGCACATCTGTACTCAAGGTCATGAGGAGGGAGGCGCG

Psco2468

CGCGCGCACGGCGGCGGCATCGTCGTCGACGACCACCTGCGCACCTCCGACCCCGACATCTTCG
CGGCCGGCGACGTGGCCTCCTTCCACCACGCCCTCTTCGACACCAGCCTGCGCGTGGAGCACTG
GGCCAACGCCCTGAACGGCGGTCCGGCCGCCGCCCGCGCGATGCTCGGCAGGGGCCTCGCCCA
CGACCGCGTGCCCTACTTCTTCACCGACCAGTACGACCTGGGCATGGAGTACTCCGGCTGGGCG
CCGGCCGGCTCGTACGACCAGGTGGTGATCCGCGGGGACGCGGCGAAGCGCGAGTTCATCGCC
TTCTGGGTGAAGGAGGGCCGGGTGCTGGCCGGGATGAACGTCAACGTGTGGGACGTCACGGA
GCCGATCCAGCAGCTGATCCGCTCGAAGACCCGGGTGGACACGGAGGACCTGGCGAACCCGCA
CGTATCCCTCGAAAGCCTCGTCGCATAGTTGTCGGTCCGCCCCCGTAGACTTCACGC




48

Psco2074

GCTGTTCCCAAGGCCCGCGGCACCGCCGCGGTCCCCGGCGACCTCGCGGTACGCCCCGGCGAG
GAACCCTGGACCCCGCAGGAGGTCGAGGAGGCGCGCGGCGAGCTTCAGTCCGAGGCCGACCG
GCTGCGCACCGAGATCGACACCTCCGAGCGGTCGCTGCAGGGCATGATGCGGGACTCCGGCGA
CGGCGCGGGCGACGACGAGGCGGACACAGGCAGCAAGAACATCACGCGCGAGCACGAACTGG
CGCTGGCCGCCACCGCGCGCGAGGTGCTCAGCCAGACCGAGCGTGCCCTGGACCGCCTGGACG
CGGGCACCTACGGCCTGTGCGAGAACTGCGGCAACCCGATCGGCAAGGCGCGGATGCAGGCGT
TCCCGCGGGCCACCCTCTGCGTCGAGTGCAAGCAGAAGCAGGAGCGCCGGTACTGAGCCGCAG
CCGGGACGGGAAGTGTGCCGTACCCTCGTGCTCAGTCAAGGACCTAGGCTGAGGGACTCAC

Psco5768

CCCGAGGACTCGGGGCCGTAGACCTCCACGACACGGCCACGCGGGATGCCTCCGACGCCGAGG
GCCACGTCGAGCGCGGTAGACCCGGTCGGGATGACCTCGATGGGCTCGTTGGTCCGGTCACCC
ATGCGCATGACCGCGCCCTTGCCGAATTGCCGTTCAATCTGTGCGAGCGCGGCGTCCAGGGCCT
TCTCGCGGTCGGTTCCTGCCATGGGTTCCACCCGGTTTGCTTGATTCGATCGCTTCACGTCAAAG
ACGCTAATGCCTGCCACTGACAATGGGCCCCGATGCGGGTCCGGCCTGTGGATAACTCGGGTGC
ATCTCACCCCGAACCCACTCGAATCACCCGTCACGAGCCCCGCCGGAGCCTCCATAAGAATGGAT
GTTCGATTTTCGTGTCAAGCGCACCACGCGGCACTTCCGAGCGTACGTCCCCCGGGCGGLGAGC
CAGGTGGTTGGATGCGGATGCGACACCGGGAGAGGTCGGAGAGGGGACGCAC

49 Promoter sequences are given in the 5' to 3' direction.
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51 Table S10
52 Inducible promoters
Promoter Sequence
PtipA GAACGTCCGGGCTTGCACCTCACGTCACGTGAGGAGGCAGCGTGGACGGCG
PnitA GCGAACTCCCTTATGCGGGTGGCGCAGAATGCCAGGACCCTTGTCATTCCACGTCAATTCATGCG
CCTTTTCACCTCGTACTGTCCTGCCAAACACAAGCAAC
tcp830 CTGTTGGCTACTCTATCATTGATAGTGGTAGGATCCCTATCAGTGATAGAGAT
gylP1 GCCGGGCGGGAGATCGATAGCCCACGACGATCAGTAACGATCGTGCTTTCGATAACACAGCTCT
TGACGCGCGCGTGACGTCGAACGAGACTCGCGTCCAT
gylpP2 AACACAGCTCTTGACGCGCGCGTGACGTCGAACGAGACTCGCGTCCATCGGTCGGCATTGTCGA
ACACCTACCGGCAATACGCGTTAGAGTGTCCACAGTG
PA3-rolO TAGCAGGGCTCCAAAACTAACGCCTGATGTAGGATCAGATGTGAACCCTTGTTCATTTATGAATC
ATGATTCA
P21-cmt TGTGCGGGCTCTAACACGTCCTAGTATGGTAGGATGAGCAAAACAAACAGACAATCTGGTCTGT
TTGTATTAT
53

54 Promoter sequences are given in the 5' to 3' direction. -10 and -35 sequences are underlined.
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