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Fig. S1 Absorption and emission spectra of the probe 1 (50 uM) and the intermediate 4 (50 uM) in
Tris-HCI buffer solution (10 mM, pH = 7.4, 25 °C)
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Fig. S2 Emission spectra of the compound 4 (black) and enzymatic product of the probe (red) in
Tris-HCI buffer solution (10 mM, pH = 7.4, 25 °C).
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Fig. S3 Emission spectra of the probe 1 in different pH buffer solutions.
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Fig. S4 Emission spectrum of the intermediate 4 in different pH buffer solutions.

Fig. SS Color change of the probe 1 before and after incubation with ALP.
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Fig. S6 Mass spectrum of enzymatic product of the probe 1.
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Fig. S7 '"H NMR of the compound 5 in CDCl;
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Fig S8. 3C NMR of the compound 5 in CDCl;
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Fig. S9 HRMS of the compound S.



‘|Q_ w o — MU O =~ O~
T RF RN T 725 s
II‘.
\ _ 90000
|
i i ‘,.‘,| | -80000
| \I "H‘ ||’ I|
70000
60000
50000
40000
30000
20000
10000
‘I I”
T W O I o
T M| - 1 | e
Q g NOdN— O OO0
=] S D00 S o
— : RS s T : : : : : : : : : : : : ——-10000
0.5 9.5 8.5 7.5 6.5 5.5 4.5 3:5 25 1:5 0.5
f1 (ppm)
Fig. S10 '"H NMR of the probe 1 in DMSO-d,
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Fig. S11 3C NMR of the probe 1 in DMSO-d,
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Fig. S12. HRMS analysis of the probe 1.



