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Figure S1. DLS study of free GO (shown in green) superimposed with that of GO-ubiquitin 

complex (red), indicating no significant change in size of the system upon forming complex. 

 

 

 

 

 

 

 

 

 

 

 



 

 

 

 

Figure S2. The purity of the protein sample was checked by (a) SDS-PAGE and (b) The HPLC 

profile. In (b) the elution was carried out on a Thermo Finnigan HPLC system using a 

Synchronis C18 column of particle size 5µ. The protein was eluted using the gradient method 

involving 0.1% aq Trifluoroacetic acid (TFA) and 0.08% TFA in acetonitrile. The total run time 

was 45 minutes and the protein was detected using a PDA detector. 
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Figure S3: Overlay of 2D [
15

N, 
1
H] HSQCs of free Ubiquitin at pH 6.0 (Blue) with the free 

Ubiquitin at pH 4.0 (Red) indicating that while the chemical shifts have changed owing to 

change in pH, the protein has not undergone degradation. 

 

 

 

 


