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Figure S1.

    

 Figure S1.

Corilagin is showing anti-inflammatory properties against LPS induced mouse macrophages 

(RAW 264.7) in a dose-dependent manner. Cell growth was measured by the MTT assay. Insert 

shows the structure of Corilagin and the molecular formula (C27H22O18) and mass, 634.45 Da, 

respectively.
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Figure S2.
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Figure S2.

Stern-Volmer plots of HSA- Corilagin complexes showing fluorescence quenching constant (Kq) 

and plot of Fo/F against [Q] for Corilagin. 
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Figure S3.

Figure S3.

Temperature-dependent CD-Spectra of HSA+corilagin complexes. HSA-corilagin complexes 

with temperature dependent. The temperature dependence for HSA-corilagin complexes from 

25°C to 85°C with an interval of 10°C.
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Figure S4.

Figure S4.

 (A)The Root mean square deviation (nm) of unligand HSA and ligand HSA (HSA- corilagin) 

for 20ns . (B) The Time dependence of the radius of gyration (Rg) for the backbone atoms of 

unligand HSA and ligand HSA (HSA- corilagin) for 20ns.
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