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Fig. S1 The total ion chromatograms (TIC) of MFR extract in positive ion electrospray

(A) and negative ion electrospray (B).
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Fig. S2 The proposed fragment pathway of monascin in positive-ion mode.
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Fig. S3 The proposed fragment pathway of monasfluore B in positive-ion mode.
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Fig. S4 The proposed fragment pathway of ankaflain in positive-ion mode.
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Fig. S5 The proposed fragment pathway of monaphilone B in positive-ion mode.
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Fig. S6 The proposed fragment pathway of monaphilone A in positive-ion mode.
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Fig. S7 The semipreparative chromatogram for preparation of monascin (2),

monasfluore B (3) and ankaflavin (5) at 380 nm.
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Fig. S8 The solutions of monascin (A), monasfluore B (B) and ankaflavin (C) at various

concentrations standing static for 60 min.
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Fig. S9 Clustering analysis of 100 conformations of monascin (A), monasfluore B (B)

and ankaflavin (C) to lipase. The highest column marked in red represents the most

possible ligand-enzyme interaction.
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