
 

Supplementary Figure 1. Sequence identity of cys-loop receptor family subunits [in %]. 
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Supplementary Figure 2. A: Top view of GlyR (grey) with bound strychnine (red) structure used as a template. 
All subunits have same sequence. B: Same view of α1β2γ2 GABAAR homology model. α1 subunits in orange, β2 in 
blue and γ2 in grey. 



 

Supplementary Figure 3. Sequence alignment of subunits comprised in the presented model and selected close 
homologs with recently obtained crystal structures. Residues colour code: hydrophobic - blue, polar uncharged 
- green, positive charge - red, negative charge - violet, glycine - orange, proline - yellow, cysteine - pink, others 
- no colour. Secondary structure prediction presented with red lines (α-helices) and green lines (β-strands).  
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Supplementary Figure 4. Mean values of RMSD and RMSF [Å] of respective subunits’ residues over. 

 


