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Supplementary data

S1. First order and LOS fits for starch and protein hydrolysis in intact cells
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Fig. S1. First order and LOS fits of data for intact cells where (a, b): starch hydrolysis, (c, d): protein hydrolysis;
MB= mung bean, RKB= red kidney bean, CP= chickpea and P= pea.

S2. First order and LOS fits for starch and protein hydrolysis in broken cells
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S3. First order fits for starch hydrolysis in case of binding experiments

Ry 20 40 60 80
Fe i:';i..'
L fuf._‘.' .
| o . ¥ =-0.0027x - 0.0007
B i R2=0.9869
e e, y =-0.0039x + 0.0022
i ., @ R2=0.9928
® S+CW 1:0.5
| S+CW 1:1 N y =-0.0049x - 0.0024
S+CW 1:2 R2=0.9804
“® y=-0.0058x - 0.0297
L R2=0.9833

Time, min

_AE ®E+S XS8+CW 2:1 = S§+CW 1:1 XS+CW 1:2
i y=0.1264x +3.6982 g
R?=0.9966 ..
L .
il .
&
L x ™ X
: @ ’r g o
i "l . % -
o I Ko
o y =0.0534x +3.1948
- R2=10.9494
X
| | | | | | |
0 5 10 15 20 25 30 35

Hydrolysis time, min

0.5
0 3
4+ 30 60 90 120 150
-05 — H’c
g y =-0.0146x - 0.2876
S ai R2=0.9184
-1 7 o9
" e y=-0.0172x - 0.2884
Q-1.5 - 5 e R2=10.8932
- @ .. ®
i -
eC y =-0.0148x - 0.5566
-25 Jes+CW 1:0.5 R?=0.8707
SHCW 1:1
-3 Hostow 122 y =-0.0179x - 0.8288
R2=0.9843
-3.5
b Time (min)
0 geeee ;
g”",_ 50 100 150
01 | ® B
® y =-0.0001x+0.0005
02 ‘o R? = 0.9665
S 03 y =-0.0107x+0.0047
= 'y R2=0.9911
=
O 04
= y =-0.0014x- 0.4294
5 .05 R2=0.9347
06 | @CPHY fast rate
| ecPC
-0.7 CP+V slow rate
d Time, Min

Fig. S3. First order and LOS fits of data for starch hydrolysis in binding experiments (a, b): with added cell wall components to starch-protein
mixture at different ratios, (c): linear equation for solution depletion method to assay amylase activity, (d): viscozyme treated chickpea cells;
E= a-amylase, S= starch, CW= cell wall components, CP= chickpea, C= control and V= viscozyme.
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S4. First order and LOS fits for protein hydrolysis
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Fig. S4. First order (a) and LOS (b) plots of data for protein hydrolysis for binding experiments with added cell wall components to starch-

protein mixture at different ratios; MB= mung bean, RKB= red kidney bean, CP= chickpea and P= pea.



