
Supplmental figure legend

Figure S1. Shannon diversity in the different treatment groups. The data were expressed as the 

mean±SD (n=6). *: P＜0.05.

Figure S2. The intestinal microbiota abundance at phylum level. The data were expressed as 

mean±SD (n=6). ***: P＜0.001.

Figure S3. The intestinal microbiota statistics at genera level (n=6). N: normal group; M: model 

group; and C: C. butyricum group.
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