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test id INcRNA name chr length log2FC style p_value
XLOC_023611 RP11-353N14.2 chrl7 14655 -4.57161 up 5.00E-05
XLOC_014586 LINCO00284 chrl3 124359 -3.89777 up 5.00E-05
XLOC_024502 CTD-2020K17.1 chrl7 31292 -3.2117 up 5.00E-05
XLOC_034456 FER1L4 chr20 49922 -3.19175 up 5.00E-05
XLOC_002885 ESPNP chrl 39000 -2.90551 up 5.00E-05
XLOC_049543 ACO004540.5 chr7 103385 -2.87451 up 5.00E-05
XLOC_039844 LINCO00887 chr3 49743 -2.87258 up 5.00E-05
XLOC_013785 RP11-1016B18.1 chrl2 361377 -2.63519 up 5.00E-05
XLOC_015138 LINCO00457 chrl3 207318 N/A up 5.00E-05
XLOC_050989 AC007255.8 chr7 49446 -5.99376 up 0.0001
XLOC_013298 RP11-469H8.6 chrl2 11801 -3.12483 up 0.0001
XLOC_021558 AC002331.1 chrl6 59147 -2.72717 up 0.0001
XLOC_039586 IL12A-AS1 chr3 314411 -4.14308 up 0.0002
XLOC_027450 SIGLEC17P chrl9 6359 -3.38566 up 0.0002
XLOC_029726 ANKRD36BP2 chr2 40803 -2.60998 up 0.0002
XLOC_029324 CYP1B1-AS1 chr2 106207 -2.04381 up 0.0002
XLOC_020365 ABCC6P1 chrl6 27340 -3.02179 up 0.00025
XLOC_042397 RP11-362F19.1 chr4 30886 2.46926 down 0.00025
XLOC_019933 RP11-66B24.4 chrl5 26896 -3.25838 up 0.0003
XLOC_050657 LINC00996 chr7 16877 -3.58194 up 0.00035
XLOC_046405 HCG22 chr6 10735 -3.48789 up 0.00035
XLOC_003886 RP4-663N10.2 chrl 53993 -5.21654 up 0.0004
XLOC_032769 LINC00607 chr2 232739 -2.53671 up 0.0004
XLOC_060271 AC010970.2 chry 599 N/A up 0.0004
XLOC_035157 ITGB2-AS1 chr2l 8717 -3.19737 up 0.00045
XLOC_013180 RP11-476D10.1 chrl2 23660 -8.24353 up 0.0005
XLOC_040810 RP11-115D19.1 chrd 175148 -4.4288 up 0.0006
XLOC_036167 CTA-126B4.7 chr22 13076 -2.73381 up 0.00065
XLOC_013554 RP11-230G5.2 chrl2 176006 -5.41361 up 0.0008
XLOC_013219 PLEKHAS8P1 chrl2 43233 -2.03435 up 0.0008
XLOC_058486 LINC00086 chrX 6553 -1.86655 up 0.0008
XLOC 011934 RP11-923I111.5 chrl2 8598 -3.7956 up 0.0009
XLOC_032490 HOXD-AS1 chr2 15943 -3.30042 up 0.0009
XLOC_030193 AC068492.1 chr2 622 N/A up 0.0009
XLOC_048200 RP3-525N10.2 chr6é 5407 -2.46565 up 0.00095
XLOC_054459 RP11-44N11.2 chr8 3649 -5.69683 up 0.001
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RP3-340B19.3
ul
RP11-838N2.4

chr7
chr20
chrl6
chr4
chrl
chrl9
chrs
chr6
chr8
chrs
chrl0
chr6
chr3
chrl4
chré
chrlbs
chrl7
chrl4
chr20
chrl2
chr3
chrs
chrl
chrl4
chr22
chr2
chrl
chr4
chr7
chr4
chrl5
chr22
chrX
chrl6
chrX
chr3
chri4
chri2
chrl7
chrs
chr9
chrl6
chré
chrl
chrl8

204042
11241
6662
110218
8899
2154
106339
173914
274127
66558
3666
4577
13834
4036
22215
12070
24095
451
8572
118975
25749
4032
11036
752
12028
5008
10785
39605
9139
337249
67792
46285
3649
5363
124815
17773
20272
5601
7305
61856
47163
1453
59946
3148
13110

-2.36592
-4.68018
-2.15071
2.45566
-2.62043
1.10976
-3.221
-3.04916
2.54785
1.19478
2.03788
-5.81609
-2.93591
-4.46766
-4.09349
2.82269
-2.02251
-3.12655
-3.84642
-1.61673
-3.68028
-3.02906
-7.52789
N/A
-3.58253
-2.72488
-2.6006
-1.59779
-1.9898
1.4839
-3.70475
-1.53053
1.80885
2.37865
-5.61113
-2.334
-2.75109
-6.10441
-1.78439
-2.28198
2.33709
-2.13223
1.88682
-2.96941
-2.37344

up
up
up
down
up
down
up
up
down
down
down
up
up
up
up
down
up
up
up
up
up
up
up
up
up
up
up
up
up
down
up
up
down
down
up
up
up
up
up
up
down
up
down
up
up

0.00555
0.00575
0.00585
0.0059
0.0063
0.0063
0.0066
0.0067
0.00675
0.0071
0.0076
0.00775
0.0082
0.0083
0.00835
0.00855
0.009
0.00905
0.0094
0.0095
0.00965
0.00985
0.00995
0.01035
0.01165
0.01305
0.0131
0.0133
0.01345
0.01365
0.01375
0.01395
0.01405
0.0141
0.01425
0.0143
0.0144
0.0146
0.0147
0.01475
0.01485
0.0151
0.0158
0.0159
0.01605



XLOC_014845
XLOC_032066
XLOC_003974
XLOC_035452
XLOC_012480
XLOC_008493
XLOC_003381
XLOC_058590
XLOC_032146
XLOC_027467
XLOC_003329
XLOC_020948
XLOC_047237
XLOC_053416
XLOC_022433
XLOC_030445
XLOC_003897
XLOC_002760
XLOC_029899
XLOC_000252
XLOC_007083
XLOC_037067
XLOC_021601
XLOC_004272
XLOC_018974
XLOC_024943
XLOC_025768
XLOC_019813
XLOC_029917
XLOC_032792
XLOC_052710
XLOC_006257
XLOC_036719
XLOC_056342
XLOC_042599
XLOC_011844
XLOC_053218
XLOC_039118
XLOC_009612
XLOC_033954
XLOC_022217
XLOC_025441
XLOC_023959
XLOC_009021
XLOC_007302

LINC00359
DPP10-AS1
RP11-782C8.1
AP001422.3
RP11-689B22.2
RP5-1024C24.1
RP4-631H13.4
RP11-49C9.2
RABGC-AS1
CTD-3073N11.9
FOXD2-AS1
VAC14-AS1
RP3-332B22.1
AF186192.5
RP11-459C13.1
AC009336.24
RP5-1086K13.1
RP11-185B14.1
RP11-76114.1
MST1P2
RP11-20J15.3
RP11-222K16.2
CTB-134H23.3
RP11-85G21.2
DNM1P47
RP11-285E9.6
LINC00470
RP11-97012.2
AC012360.6
CXCR2P1
RP11-726G23.11
MBL1P
Z83851.1
VN1R48P
RP11-10K16.1
RP5-1057120.2
HAS2-AS1
LINC00882
RP11-480C22.1
RP11-290F20.3
RP11-863P13.3
LRRC37A7P
KRT16P2
CTD-2655K5.1
UNC5B-AS1

chrl3
chr2
chrl
chr21
chrl2
chrll
chrl
chrx
chr2
chrl9
chrl
chrl6
chré
chr8
chrl7
chr2
chrl
chrl
chr2
chrl
chrl0
chr3
chrl6
chrl
chrl5
chrl7
chrl8
chrlbs
chr2
chr2
chr8
chr10
chr22
chr9
chrd
chrl2
chr8
chr3
chrll
chr20
chrl6
chr18
chrl7
chril
chrl0

13534
33080
29044
14528
14244
51962
2642
4608
13875
9677
6419
18154
120881
10445
10864
1292
18379
24374
227454
5281
7670
2293
54733
28962
52424
25065
153962
19739
15802
7053
3541
45439
4837
8935
38091
13258
8009
489834
65972
14064
9599
6735
2933
8466
1005

-2.6889
-3.54464
-2.8053
-1.79338
-4.94
3.05043
3.90766
-1.94333
-5.24285
N/A
-2.46833
-3.22305
1.83817
1.21189
3.38714
-3.9358
-2.0083
2.42918
-1.82384
-1.60187
-3.3418
-2.48006
-2.46614
-2.36794
1.6997
-2.42637
2.51885
1.3561
2.86472
-2.83804
N/A
-1.43207
-1.25113
2.19661
-1.77298
-1.93522
-1.70322
1.50821
N/A
-1.55573
-1.74321
-2.33239
-4.34843
2.20008
-4.73369

down
down
up
up
up
up
up
down
down
down
up
up
down
up
up
up
up
up
up
down
up
down
down
down
up
up
up
up
down
up
up
up
down
up
up
up
up
up
down
up

0.01645
0.0165
0.01675
0.01675
0.017
0.0173
0.0173
0.01735
0.0186
0.0186
0.01865
0.01875
0.0188
0.019
0.0193
0.0199
0.0204
0.0205
0.02065
0.0208
0.02135
0.0216
0.0217
0.0217
0.02205
0.02245
0.0225
0.02275
0.0228
0.02345
0.0236
0.0237
0.02405
0.0242
0.0246
0.02485
0.02495
0.02495
0.0252
0.02555
0.0258
0.0259
0.02625
0.0269
0.02715



XLOC_015116
XLOC_000105
XLOC_029932
XLOC_011737
XLOC_026062
XLOC_021011
XLOC_013181
XLOC_029175
XLOC_046684
XLOC_000583
XLOC_023471
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XLOC_046415
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RP5-884C9.2
AC003051.1
DBH-AS1
AGGF1P2
RP3-413H6.2
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RP11-106M7.1
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AC002383.2
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AC016995.3
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KRT8P14
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188409
6663
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22420
12979
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-3.85001
3.24202
-1.29701
-2.43055
2.20876
1.84086
2.53381
-2.11635
1.16534
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-9.93261
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Notes: For some 1ncRNAs that were not detected in group

calculated.

2, so a ratio could not be



