
Supplementary material

Pre-steady-state kinetic analysis of damage recognition by human single-

strand selective monofunctional uracil-DNA glycosylase SMUG1

Alexandra A. Kuznetsovaa, Danila A. Iakovleva, Inna V. Misovetsb, Alexander A. 

Ishchenkoc, Murat K. Saparbaevc, Nikita A. Kuznetsov*a,b and Olga S. Fedorova*a,b

a Institute of Chemical Biology and Fundamental Medicine (ICBFM), Siberian Branch of 

Russian Academy of Sciences, 8 Lavrentyev Ave., Novosibirsk 630090, Russia
b Department of Natural Sciences, Novosibirsk State University (NSU), 2 Pirogova St., 

Novosibirsk 630090, Russia
c Groupe «Réparation de l’ADN», Université Paris-Sud XI, UMR8200 CNRS, Institute 

Gustave Roussy, Villejuif Cedex F-94805, France

Electronic Supplementary Material (ESI) for Molecular BioSystems.
This journal is © The Royal Society of Chemistry 2017



Interaction of hSMUG1 with single stranded DNA
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Supplementary Figure 1. Interaction of hSMUG1 with ssU-strand detected by FAM (A), aPu (B) 
and Trp (C). Control of FAM fluorescence behavior in FAM-U/G duplex without BHQ1 (A).


