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Protein	sequences	for	the	constructs	described	in	the	main	text.	

Coiled-coil	domain	is	indicated	in	red,	the	glycine	spacer	sequence	is	indicated	in	blue.	

Wildtype	GFP		

MHHHHHHSSGVDLGTENLYFQSNIGSGLLASKGEELFTGVVPILVELDGDVNGHKFSVSG	
EGEGDATYGKLTLKFICTTGKLPVPWPTLVTTLCYGVQCFSRYPDHMKRHDFFKSAMPEG	
YVQERTIFFKDDGNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVY	
IMADKQKNGIKVNFKTRHNIEDGSVQLADHYQQNTPIGDGPVLLPDNHYLSTQSALSKDP	
NEKRDHMVLLEFVTAAGITHGMDELYN	

Construct	1	

MHHHHHHSSGVDLGTENLYFQSNIGSGLLASKGEELFTGVVPILVELDGDVNGHKFSVSG	
EGEGDATYGKLTLKFICTTGKLPVPWPTLVTTLCYGVQCFSRYPDHMKRHDFFKSAMPEG	
YVQERTIFFKDDGNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVY	
IMADKQKNGIKVNFKTRHNIEDGSVQLADHYQQNTPIGDGPVLLPDNHYLSTQSALSKDP	
NEKRDHMVLLEFVTAAGITGGGGGGEIAALKQEIAALKQEIAANKQEIAALKQ	

Construct	2	

MHHHHHHSSGVDLGTENLYFQSNIGSGLLASKGEELFTGVVPILVELDGDVNGHKFSVSG	
EGEGDATYGKLTLKFICTTGKLPVPWPTLVTTLCYGVQCFSRYPDHMKRHDFFKSAMPEG	
YVQERTIFFKDDGNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVY	
IMADKQKNGIKVNFKTRHNIEDGSVQLADHYQQNTPIGDGPVLLPDNHYLSTQSALSKDP	
NEKRDHMVLLEFVTAAGITGGGGGGEIAALKQEIAALKQEIAALKQEIAALKQ	

Construct	3	

MHHHHHHSSGVDLGTENLYFQSNIGSGLLASKGEELFTGVVPILVELDGDVNGHKFSVSG	
EGEGDATYGKLTLKFICTTGKLPVPWPTLVTTLCYGVQCFSRYPDHMKRHDFFKSAMPEG	
YVQERTIFFKDDGNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVY	
IMADKQKNGIKVNFKTRHNIEDGSVQLADHYQQNTPIGDGPVLLPDNHYLSTQSALSKDP	
NEKRDHMVLLEFVTAAGITGGGGGGEIAAIKQEIAAIKQEIAAIKQEIAAIKQ	

Construct	4	

MHHHHHHSSGVDLGTENLYFQSNIGSGLLASKGEELFTGVVPILVELDGDVNGHKFSVSG	
EGEGDATYGKLTLKFICTTGKLPVPWPTLVTTLCYGVQCFSRYPDHMKRHDFFKSAMPEG	
YVQERTIFFKDDGNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVY	
IMADKQKNGIKVNFKTRHNIEDGSVQLADHYQQNTPIGDGPVLLPDNHYLSTQSALSKDP	
NEKRDHMVLLEFVTAAGITGGGGGGELAAIKQELAAIKQELAAIKQELAAIKQ	
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Construct	5	

MHHHHHHSSGVDLGTENLYFQSNIGSGLLASKGEELFTGVVPILVELDGDVNGHKFSVSG	
EGEGDATYGKLTLKFICTTGKLPVPWPTLVTTLCYGVQCFSRYPDHMKRHDFFKSAMPEG	
YVQERTIFFKDDGNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVY	
IMADKQKNGIKVNFKTRHNIEDGSVQLADHYQQNTPIGDGPVLLPDNHYLSTQSALSKDP	
NEKRDHMVLLEFVTAAGITGGGGGGKIEQILQKIEKILQKIEWILQKIEQILQ	

Construct	6	

MHHHHHHSSGVDLGTENLYFQSNIGSGLLASKGEELFTGVVPILVELDGDVNGHKFSVSG	
EGEGDATYGKLTLKFICTTGKLPVPWPTLVTTLCYGVQCFSRYPDHMKRHDFFKSAMPEG	
YVQERTIFFKDDGNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVY	
IMADKQKNGIKVNFKTRHNIEDGSVQLADHYQQNTPIGDGPVLLPDNHYLSTQSALSKDP	
NEKRDHMVLLEFVTAAGITGGGGGGGGGKIEQILQKIEKILQKIEWILQKIEQILQ	

Construct	7	

MHHHHHHSSGVDLGTENLYFQSNIGSGLLASKGEELFTGVVPILVELDGDVNGHKFSVSG	
EGEGDATYGKLTLKFICTTGKLPVPWPTLVTTLCYGVQCFSRYPDHMKRHDFFKSAMPEG	
YVQERTIFFKDDGNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVY	
IMADKQKNGIKVNFKTRHNIEDGSVQLADHYQQNTPIGDGPVLLPDNHYLSTQSALSKDP	
NEKRDHMVLLEFVTAAGITGGGGGGGGGKIEQILQKIEKILQKIENILQKIEQILQ	

Construct	8	

MHHHHHHSSGVDHIAAIKQEIAAIKQEIAAIKQEIAAIKQEGGGGGGTENLYFQSNIGSG	
LLASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKLTLKFICTTGKLPVPWP	
TLVTTLCYGVQCFSRYPDHMKRHDFFKSAMPEGYVQERTIFFKDDGNYKTRAEVKFEGDT	
LVNRIELKGIDFKEDGNILGHKLEYNYNSHNVYIMADKQKNGIKVNFKTRHNIEDGSVQL	
ADHYQQNTPIGDGPVLLPDNHYLSTQSALSKDPNEKRDHMVLLEFVTAAGITHGMDELYN	

Construct	9	

MHHHHHHSSGVDHIAAIKQEIAAIKQEIAAIKQEIAAIKQEIAAIKQEGGGGGGTENLYF	
QSNIGSGLLASKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKLTLKFICTTG	
KLPVPWPTLVTTLCYGVQCFSRYPDHMKRHDFFKSAMPEGYVQERTIFFKDDGNYKTRAE	
VKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVYIMADKQKNGIKVNFKTRHNI	
EDGSVQLADHYQQNTPIGDGPVLLPDNHYLSTQSALSKDPNEKRDHMVLLEFVTAAGITH	
GMDELYN	
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Construct	10:	

MHHHHHHSSGVDLGTENLYFQSNIGSGLLASKGEELFTGVVPILVELDGDVNGHKFSVSG	
EGEGDATYGKLTLKFICTTGKLPVPWPTLVTTLCYGVQCFSRYPDHMKRHDFFKSAMPEG	
YVQERTIFFKDDGNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVY	
IMADKQKNGIKVNFKTRHNIEDGSVQLADHYQQNTPIGDGPVLLPDNHYLSTQSALSKDP	
NEKRDHMVLLEFVTAAGITGGGGGGELAAIKQELAAIKQELAAIKQELAAIKQELAAIKQ	

Construct	11	

MHHHHHHSSGVDLGTENLYFQSNIGSGLLASKGEELFTGVVPILVELDGDVNGHKFSVSG	
EGEGDATYGKLTLKFICTTGKLPVPWPTLVTTLCYGVQCFSRYPDHMKRHDFFKSAMPEG	
YVQERTIFFKDDGNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVY	
IMADKQKNGIKVNFKTRHNIEDGSVQLADHYQQNTPIGDGPVLLPDNHYLSTQSALSKDP	
NEKRDHMVLLEFVTAAGITGGGGGGGGGELAAIKQELAAIKQELAAIKQELAAIKQ	

	


