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Table S1. In vitro cytotoxicity against cancer cell lines.

Complex IC50 (μM ± SD)

A549 SKOV3 MCF-7

2a 6.84 ± 1.37 15.65 ± 0.71 8.48 ± 1.12

2b 28.42 ± 1.66 23.99 ± 3.47 34.55± 1.59

2c 7.44 ± 1.51 8.79 ± 1.16 11.58 ± 2.18

2d 3.65 ± 0.68 12.69 ± 1.09 9.29 ± 1.35

2e 18.84 ± 1.37 15.81 ± 2.07 20.39 ± 2.65

3a 27.49 ± 2.21 21.26 ± 1.38 32.85 ± 2.64

3b 24.5 ± 0.73 13.60 ± 0.92 24.35 ± 0.89

cis-platin 9.75 ± 1.52 18.57 ± 1.29 15.29 ± 1.72



4

Figure S1. Molecular docking simulation studies of the interaction between 2b and 1BNA.
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Figure S2. Molecular docking simulation studies of the interaction between 2c and 1BNA.
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Figure S3. Molecular docking simulation studies of the interaction between 2e and 1BNA.
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Figure S4. Molecular docking simulation studies of the interaction between 3a and 1BNA.
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Figure S5. Molecular docking simulation studies of the interaction between 2b and 1LU5.
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Figure S6. Molecular docking simulation studies of the interaction between 2c and 1LU5.
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Figure S7. Molecular docking simulation studies of the interaction between 2e and 1LU5.
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Figure S8. Molecular docking simulation studies of the interaction between 3b and 1LU5.

Figure S9. The best docked conformation of complex 2d, in the best binding sites with 3CO3.


