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Table S1 The detailed sequences of various G4 structures, i-motif structure, random

dsDNA and ssDNA used in this paper.

Name Sequence (5’ to 3°)

Hum21 GGGTTAGGGTTAGGGTTAGGG

PS2.M GTGGGTAGGGCGGGTTGG

H22 AGGGTTAGGGTTAGGGTTAGGG

T30695 GGGTGGGTGGGTGGGT

G3TGAT  TGGGTGGGGTGGGGTGGGT

G3TGATT GGGTTTTGGGTGGGTGGG

G3T4 GGGTTTTGGGTTTTGGGTTTTGGG

C29 CCCCCTTTCCCCCTTTCCCCCTTTCCCCC

(dsDNA)  1st strand: TATAATACACGTAGCATCTGACA
2nd strand: TGTCAGATGCTACGTGTATTATA

randoml  ATAATTCTATCTTATCTGGAATTATATATATATT

random?2 TTTTTTTTTCCCCCCCCCCCCCCAAAAAAAAAA

random3 ~ AACGGGCAACGCAGTGACTGGATATCCCCCGTT

random4  GCATATCGCCCCCCCCCCCCGATATGCGCAATAA

random5 TATAATACACGTAGCATCTGACACTATAATCGTT




Fig. S1 Sequence alignment result by Clustalx 1.8.3.
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Name p-value 7]
5 2.72e-5
26 7.60e-5
28 1.74e-4
20 5.41e-4
19 6.00e-4
8 0.80e-4
15 7.73e-4
12 8.68e-4
9 8.68e-4
4 8.68e-4
29 9.74e-4
22 Q.74e-4
16 1.34e-3
17 1.70e-3
30 1.97e-3
23 1.97e-3
6 2.57e-3
24 2.82e-3
3 3.88e-3
1 4.85e-3
18 7.10e-3
27 1.06e-2
7 1.12e-2

CCGCGACGTGTCGAT CCTCCGGTGT
G CCCAATCTCTT GAGCTGTACG
- CCChA TCAT GCTCAACTCC
CAGGTGGGTG ACCACACTATT CAC
CACAGAG CCCACGCCGTCTC CCCAAGGTGG
CCCACCCTAAC TCCACTCTCA
COGGTAACG GCCACGTCTAAC TTCCCCTGGT
ACACACHA CTCTATATCAT TAGCATGTAC
CAGCCATATT ACTATAAC CCTTCGCCT
CCATGTCGCA TACATACT A
GGGCAGCCAR CGCCAAGTAGT
G CAACCCACT GACTGGATAT
CA AGCGACAGTAGT GAATGCACAT
CAAAGGGGTA CCCACAGCTCGAC CCOGGGAT
CAC CGGTGCGOCGT ACAGGTAACT
CATGGCAC CCCTATCGCCTC TGCTGTCTAT
C ACCARACCTCTC CGCGGCCAGT
CAC CGGTGGACATT GTTGTCTGGG
GGG CTCCACGTCAT CAACCTTCCA

CACACCGTTC AGCGAGGATCAC GTAAGCT
GGCTGTT CCCTCCATGCTC CCAACCTCCG

TAGGCCTARL CCCARCACCCT AG
CCACA CCCTATCACCT GACATCGCGC

Fig. S2 Sequence alignment result by MEME (http://meme-suite.org/).
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Fig. S3 Predicted secondary structures of CV3 (a), CV4 (b), CV9 (c), CV12 (d),

CV15 (e), CV16 (f), CV17 (g), CVv18 (h), CV20 (i), CV22 (j), CVv24 (k), CV26 (1),
CVv27 (m), CVv28 (n), and CV30 (0) by M-Fold (http://mfold.rna.albany.edu/). The


http://mfold.rna.albany.edu/

structures in red boxes were retained as their truncated aptamers and named as CV3S
(@), CV4S (b), CVIS (c), CV12S (d), CV15S (e), CV16S (f), CV17S (g), CV18S (h),
CV20S (i), CVv22S (j), CVv24s (k), CV26S (I), CV27S (m), CV28S (n), and CV30S

(0), respectively.
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Fig. S4 Fluorescence spectra of crystal violet alone and in the presence of various
truncated aptamers in SELEX buffer respectively. The concentrations of crystal violet

and aptamers were both 2 uM.



