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Figure S1. Characteristic FD curves of different binding events collected during adenosine 
detection: a-d) specific binding, e) no binding, and f,g) non-specific binding. It should be noted 
that the non-specific binding event in FD curve d) did not affect the specific binding event, and 
therefore can be counted to as specific binding, but this is not the case for curve g).
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Figure S2. The distribution of specific binding force when adding adenosine with different 
concentrations: a) 0, b) 0.1, c) 1, d) 10, e) 100, and f) 1000 nM.

Figure S3. Average forces calculated from the whole force mapping data including all three type 
FD curves: a) detection limit data set of adenosine, b) selectivity data set of adenosine.
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