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Figure SI1: Extract from the negative ionization mode LESA-FT-ICR-MS spectra of mouse brain (top 

blue) and mouse liver (bottom red). The vertical lines on top of each spectrum represent the monoisotopic 

m/z peaks extracted for identification. The m/z peaks with unique and multiple lipid identifications are 

highlighted with pink and black markers.
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List of used lipid abbreviations

CAR: Acyl carnitines

Cer: Ceramides

CerP: Cer-1-phosphates

DG: Di(acyl/alkyl)glyercols

DGDG: Digalactosyldiacylglycerol

FA: Fatty acyls

HexCer: Hexosylceramides

HexSph: Hexosylsphingosines

LacCer: Lactosylceramides

LacSph: Lactosylsphingosine

LPA: Lysophosphatidic acid

LPC: Lysophosphatidylcholines

LPE: Lysophosphatidylethanolamines

LPG: Lysophosphatidylglycerol

LPI: Lysophosphatidylinositol

LPIP: Lysophosphatidylinositol monophosphate

LPS: Lysophosphatidylserine

MG: Mono(acyl/alkyl)glycerols

MGDG: Monogalactosyldiacylgylcerols

MIPC: Mannosyl-PI-ceramides

NAE: N-acyl ethanolamines

NAT: N-acyl taurines

PA: Phosphatidic acids

PC: Phosphatidylcholines

PE: Phosphatidylethanolamines

PE-Cer: PE-ceramides

PG: Phosphatidylglycerols

PI: Phosphatidylinositols

PI-Cer: PI-ceramides

PIP: Phosphatidylinositol phosphates

PS: Phosphatidylserines

S1P: Sphingosine-1-phosphates

SHexCer: Sulfatides
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SM: Sphingomyelin

SQDG: Sulfoquinovosyldiacylglycerols

TG: Tri(acyl/alkyl)glycerols

WE: Wax esters

Figure SI2: Dataset descriptions of the positive and negative MB and ML FT-ICR-MS(/MS) analyses.
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Legends to the tables provided in the supplementary information file:

Table SI1: Summary of the mouse brain positive ionization LESA-FT-ICR MS1 exact mass assignments 

with multiple lipid identifications. The molecular ion species, chemical composition, lipid identifiers, 

theoretical mass, and mass error are provided.

Table SI2: Summary of the mouse liver positive ionization LESA-FT-ICR MS1 exact mass assignments 

with multiple lipid identifications. The molecular ion species, chemical composition, lipid identifiers, 

theoretical mass, and mass error are provided.

Table SI3: Summary of the mouse brain negative ionization mode LESA-FT-ICR-MS (MS1 and 

MS/MS). The molecular ion species, chemical composition, lipid class, theoretical mass, mass error, and 

identifiers are provided. HG denotes the head group and FA denotes fatty acids. MS1* designates exact 

mass lipid identifications where odd-chained lipids were discarded as biologically unlikely compared to 

the here reported even-chained lipid.

Table SI4: Summary of the mouse liver negative ionization mode LESA-FT-ICR-MS (MS1 and MS/MS). 

The molecular ion species, chemical composition, lipid class, theoretical mass, mass error, and identifiers 

are provided. HG denotes the head group and FA here denotes fatty acids. MS1* designates exact mass 

lipid identifications where odd-chained lipids were discarded as biologically unlikely compared to the 

here reported even-chained lipid.
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Table SI5: Summary of the mouse brain negative ionization LESA-FT-ICR MS1 exact mass assignments 

with multiple lipid identifications. The molecular ion species, chemical composition, lipid identifiers, 

theoretical mass, and mass error are provided.

Table SI6: Summary of the mouse liver negative ionization LESA-FT-ICR MS1 exact mass assignments 

with multiple lipid identifications. The molecular ion species, chemical composition, lipid identifiers, 

theoretical mass, and mass error are provided.

Table SI7: Summary of the mouse brain and mouse liver lipid compositions, with the number of 

uniquely-identified lipids in each lipid class.


