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Figure S1. Bacteria shielding assay. (A) Schematic illustration of the bacteria shielding
assay. SMH was prepared in the bottom of the insert of a transwell chamber. 100 pL LB
medium containing staphylococcus aureus was added on SMH in the insert and 600 uL of LB
medium without bacteria were added in the lower chamber. The transwell was incubated at at
37°C for 24 hours. The amount of the bacteria that migrated through SMH was determined by
spreading 10 pL of LB medium in the lower chamber on a blood agar plate (B) and incubated
at 37°C for 24 hours, and also quantified by measuring the absorbance at 600 nm of LB
medium immediately extracted from the lower chamber (C). Transwell chamber without
SMH was set as control; (B) Images of the blood agar plates 24 hours after 10 uL. of LB
medium extracted from the lower chamber was spread onto it; (C) The absorbance at 600 nm
of the LB medium extracted from the lower chamber. ***P<0.001. Three samples per group.
Scale bars, 1cm.
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Figure S2. The relative mRNA levels of TGF-f1 and TGF-B3 in NIH/3T3 cells 7 and 14 days
after being treated with PELNAC and SMH. The relative amount of gene transcripts was
normalized to GAPDH. *P<0.01, N.S, not significant.
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S3. Transwell migration assay of BMSCs treated by FBS, gelatin, SerMA

solution (SMA) and SMH degradation solution. (A) Representative images of migrated
cells (stained by crystal violet); (B) Quantification of the numbers of migrated cells in (A).
*P<0.05, ***P<0.001. Three samples per group. Scale bars, 100 pm.



