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1. Comparison of estimated ARFIMA parameters for wild and mutant cases

In Figures S1-S6 we present estimated parameters for different ARFIMA models for both
mutant and wild cells cases. Figures S1-S3 were constructed for the 25 longest trajectories
whereas Figures S4-S6 were created for the 100 longest trajectories. We can see that the
differences are statistically significant only for the ARFIMA(0,d,1) processes for the smaller
number of trajectories.
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Figure S1. Fitted ARFIMA(O,d,1) parameters on the basis of 25 longest trajectories.



Mutant vs wild, ARFIMA(1,d,1)
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Figure S2. Fitted ARFIMA(1,d,1) parameters on the basis of 25 longest trajectories.

Mutant vs wild, ARFIMA(1,d,0)
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Figure S3. Fitted ARFIMA(1,d,0) parameters on the basis of 25 longest trajectories.



Figure S4. Fitted ARFIMA(1,d,0) parameters on the basis of 100 longest trajectories.
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Figure S5. Fitted ARFIMA(O,d,1) parameters on the basis of 100 longest trajectories.
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Mutant vs wild, ARFIMA(0,d,1)
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Figure S6. Fitted ARFIMA(1,d,1) parameters on the basis of 100 longest trajectories.

2. Validation of fitted ARFIMA-GARCH models

In Tables S1-S6 we present results of the validation procedure for different ARFIMA-GARCH and
ARFIMA models for the 25 longest trajectories. We can clearly see that the added GARCH part
significantly improves the fit. Moreover, the simple ARFIMA-GARCH(0,d,1)-(1,1) produces quite
acceptable results. We also checked the simplest ARFIMA(0,d,0) and ARFIMA-GARCH(0,d,0)-(1,1)
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models but they were clearly rejected for almost all trajectories.




Table S1. P-values of the Ljung-Box test for the residuals and squared residuals of the fitted ARFIMA-
GARCH(2,d,2)-(1,1) model calculated for different lags.

ARFIMA(2,d,2)-GARCH(1,1)

Weigted Ljung-Box for Weigted Ljung-Box for
standardized residuals standardized squared residuals
Trajectory number lag 1 lag 5 lag 9 lag 1 lag 5 lag 9
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Table S2. P-values of the Ljung-Box test for the residuals and squared residuals of the fitted
ARFIMA(2,d,2) model calculated for different lags.

ARFIMA(2,d,2) Weigted Ljung-Box for Weigted Ljung-Box for

standardized residual lardized sq r

Trajectory number lag 1 lag 5 lag 9 lag 1 lag 5 lag 9
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Table S3. P-values of the Ljung-Box test for the residuals and squared residuals of the fitted ARFIMA-
GARCH(1,d,1)-(1,1) model calculated for different lags.

ARFIMA(1,d,1)-GARCH(1,1) Weigted Ljung-Box for Weigted Ljung-Box for

r Jardized sq
Trajectory number lag 1 lag 5 lag 9 lag 1 lag 5 lag 9
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Table S4. P-values of the Ljung-Box test for the residuals and squared residuals of the fitted
ARFIMA(1,d,1) model calculated for different lags.

ARFIMA(1,d,1) Weigted Ljung-Box for Weigted Ljung-Box for
standardized residuals standardized squared residuals
Trajectory number lag 1 lag 5 lag 9 lag 1 lag 5 lag 9
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Table S5. P-values of the Ljung-Box test for the residuals and squared residuals of the fitted ARFIMA-
GARCH(0,d,1)-(1,1) model calculated for different lags.

ARFIMA(0,d,1)-GARCH(1,1) Weigted Ljung-Box for Weigted Ljung-Box for
lardized residual lardized squared
Trajectory number lag 1 lag 5 lag 9 lag 1 lag 5 lag 9
1 0,47 0,27 0,35 0,44 - 0,51
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Table S6. P-values of the Ljung-Box test for the residuals and squared residuals of the fitted
ARFIMA(0,d,1) model calculated for different lags.

ARFIMA(0,d,1) Weigted Ljung-Box for Weigted Ljung-Box for
standardized residuals standardized squared residuals
Trajectory number lag 1 lag 5 lag 9
0,19 0,07 0,09
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