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Table S1. Data collection and refinement statistics.

Lysozyme-1

Lysozyme-2

Lysozyme-3

Lysozyme-4

RNase A-1

Data Collection
Diffraction source
Wavelength (A)
Temperature (K)
Space group

al(A)

b (A)

c(A)

B

Resolution range (A)
Total No. of reflections

No. of unique
reflections

Completeness (%)
CCip

Multiplicity

(I/a(h)

Reerge.

Refinement
Resolution range (A)

No. of reflections,
working set

No. of reflections, test
set

Final Rerys: (%)
Final Riree (%)
No. of non-H atoms

R.m.s. deviations from
ideal geometry

Bonds (A)

Angles (°)

Average B factors (A?)
Occupancy of Pd/Pt
centres

B-factors of Pt/Pd
centres
Ramachandran plot#
Most favoured (%)
Allowed (%)

Outliers

Rotating Anode
1.5418

100

P4;2,2

79.487

79.487

37.309

90.00

56.21-1.96 (1.99-1.96)
52429
8938

99.3 (98.6)
(0.775)

5.9 (3.5)
15.3 (1.5)
0.107 (0.505)

56.21-1.96
8480

434

16.9
231
1394

0.016
221
27.26

0.65, 0.60,0.60, 0.55,
0.50,0.40, 0.30
23.8,26.7,31.7, 33.2,
29.4,42.8,42.9

99.0

1.0
0

Values in parentheses are for the outer shell.

Rotating Anode
1.5418

100

P432,2

78.361

78.361

36.962

90.00

55.41-2.43 (2.48-2.43)
29365
4616

99.1 (97.0)
(0.644)

6.4 (4.5)

10.4 (1.3)
0.174 (0.719)

55.41-2.43
4378

221

20.1
27.3
1151

0.012

1.82

37.59

0.40, 0.25, 0.25, 0.20

53.7,48.6, 46.8, 62.5

96.7
33

$Calculated for non-glycine and non-proline residues using Coot.

Rotating Anode
1.5418

100

P432,2

78.443

78.443

37.385

90.00

55.47-1.99 (2.02-1.99)
40090
8433

99.6 (99.5)
(0.827)

4.8 (4.0)
12.1(1.7)
0.107 (0.569)

55.47-1.99
7994

413

16.6
24.2
1190

0.016
1.74
25.86
0.70,0.20

34.7,54.2

97.4
2.6

Rotating Anode
1.5418

100

P4;2,2

78.108

78.108

37.172

90.00

55.23-2.25 (2.29-2.25)
29555
5705

97.6 (95.3)
(0.755)
5.2(3.4)
9.3(1.6)
0.135 (0.559)

55.33-2.25
5396

293

17.2
27.9
1168

0.012
1.66
28.70
0.45,0.30

50.2,52.2

95.7
4.3

Rotating Anode
1.5418

100

C2

100.282
32.805
72661
90.61

72.66-2.65 (2.70-2.65)
16853
6649

91.1(79.2)
(0.834)
2.5(2.3)
12.1(1.6)
0.090 (0.391)

72.66-2.65
6196

309

18.7
25.5
2022

0.012

1.65

48.96

0.70, 0.50, 0.50, 0.20

33.6, 55.0, 44.0, 52.5

95.0

4.1
0.8

Table S2. Root mean square deviations (rmsd, A) among the relative positions of carbon alpha atoms of the

lysozyme adduct

here solved.



Lysozyme- Lysozyme- Lysozyme- Lysozyme- Native
1 2 3 4 lyso
zym
e
(pdb
cod
e
193L)
Lysozyme- - 0.31 0.29 0.32 0.24
1
Lysozyme- - 0.18 0.15 0.25
2
Lysozyme- - 0.16 0.20
3
Lysozyme- - 0.26

4




Table S3. Structures of protein adducts with Pd compounds reported in the Protein Data Bank.

PDB Protein Pd compound Resolution Pd-protein Reference
c (R) interact
o ion (<
d 2.54)
e
5YHA Polyhedra Pd(allyl) complex (C3HsPd) 1.58 ND1 His76 | Abe, S., Atsumi,
and its | K., Yamashita, K.,
symme | Hirata, K., Mori,
try H., Ueno, T.
mate (2018) Phys.
SG Cys211 | Chem. Chem.
and at | Phys,, 20:2986-
2.80 A | 2989.
from
NZ
atom
of
Lys66
from a
symme
try
related
molecu
le
SG Cys211
SG Cys211
NE2 His170
SG Cys204
ND1 His238
NE2 His238
5YHB Polyhedra — Pd(allyl) complex (C3HsPd) 2.08 NE2 His238
del(Gly192- ND1 His238
Alal194) NE2 His183
NE2 His223
ND1 His223
NH1 Arg209
NH2 Arg209
SG Cys211
5E2D Ferritin IrCp-Pd(allyl) complex 1.87 SG Cys126 Maity, B.,
(C3HsPd) NE2 His114 Fukumor
OE1 Glu45 i, K.,
OE2 Glu45 Abe, S.
SG Cys48 Ueno, T.
5HQO Ferritin IrCp-Pd(allyl) complex 1.81 SG Cys126 (2016)
(C3HsPd) NE2 His114 Chem
SG Cys48 Comm.
OE2 Glu45 (Camb)
52:
5463-
5466.
5CSE Streptadivin Pd-containing biotin ligand 1.79 Pd is part of Chattergee,
the A,
biotin Mallin,
ligand H., Klehr,
and 1.,
does Vallapur
not ackal, J.,
bind Finke,
the A.D.,
protein Vera, L.,
Marsh,
M.,
ard,

T.R.




(2016) Chem

Sci -
7:673-
677.
4Q9X mTFP PdCl, 1.9 OE1 Glu123 not available.
NZ Lys102
NZ Lys32
0OD2 Asp7
OE1 Glu43
OE1 Glule4
OE1 Glul117
3NOZ Ferritin  mutant Pd(allyl) complex (C3HsPd) 1.52 SG Cys126 Wang, Z., Takezawa
E45C/R52H NE2 His114 Y., Aoyagi, H., Abe,
ND1His52 | s Hikage, T.,
SG Cys48 Watanabe, Y.,
’S\lézccslzzég Kitagawa, S., Ueno,
NE2 His173 T.(2011) Chem
3NPO Ferritin__mutant Pd(allyl) complex (C3HsPd) 1.48 SG Cys 126 | comm., (Camb) 47
E45C/H49A/ NE2 His114 | 170-172.
R52H SG Cys48
ND1 His52
SG Cys45
ND1 His173
3NP2 Ferritin  mutant Pd(allyl) complex (C3HsPd) 1.86 SG Cys 126
E45C/C48A NE2 His114
SG Cys45
NE2 His49
3AF7 Ferritin 25Pd(allyl) complex 1.58 ND1 His49 Abe, S.,
(CsHsPd) SG Cys48 Hikage,
SG Cys 126 T,
NE2 His114 Watanab
3AF8 Ferritin  mutant Pd(allyl) complex (C3HsPd) 1.66 OE1 Glu45 e, Y.,
C126A SG Cys48 Kitagawa
ND1 His49 ’ S.,
3AF9 Ferritin  mutant Pd(allyl) complex (CsHsPd) 1.85 SG Cys 126 Ueno, T.
C48A NE2 His114 (2010)
Inorg
Chem
49:
6967-
6973.
3ESC Cut2a, cutinase- ethyl 4-nitrophenyl P-[3-(4- 1.2 Pd is part of | Rutten,
NCN-pincer (bromopallado)-1,3- the L., Wieczorek,
]b_ls[(methylthlo)methyl Irzolzaud B., Mannie,
phenyl)propyl]phospho does J.P.B.A., Kruithof,
nate not C.A., Dijkstra,
(C21 H,; Br N Os P Pd d!rectly H.P., Egmond,
S,) bind
the M.R., Lutz,
protein | M., Klein Gebbink,
3ESD Cut2a, cutinase- ethyl 4-nitrophenyl P-[3-(4- 1.22 Pd is part of | R.J.M., Gros,
NCN-pincer (bromopallado)-1,3- the P. van Koten
bis[(methylthio)methyl molecu ’ ’
- le and | G-(2009)
phenyl)propyllphospho does Chemistry 15:
nate not 4270-4280.
(Cy1 Hy; Br N O5 P Pd directly
S2) bind
the
protein
22G7 Ferritin  mutant Pd(allyl) complex (CsHsPd) 1.7 SG Cys126 Abe, S., Niemeyer,
H49A NE2 His114 J., Abe, M.,
SG Cys48 Takezawa, Y.,
OE2 Glu45 Ueno, T., Hikage,
ND1 His49 T, Erker, G,
272G8 Ferritin  mutant Pd(allyl) complex (C3HsPd) 1.6 SG Cys126 Watanabe, Y.

H49A

SG Cys48

(2008) J Am Chem



http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Wang,%20Z.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Takezawa,%20Y.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Takezawa,%20Y.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Aoyagi,%20H.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Abe,%20S.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Abe,%20S.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Watanabe,%20Y.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Kitagawa,%20S.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Watanabe,%20Y.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Watanabe,%20Y.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Kitagawa,%20S.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Kitagawa,%20S.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Ueno,%20T.
https://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Rutten,%20L.
https://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Rutten,%20L.
https://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Wieczorek,%20B.
https://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Wieczorek,%20B.
https://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Mannie,%20J.P.B.A.
https://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Mannie,%20J.P.B.A.
https://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Kruithof,%20C.A.
https://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Kruithof,%20C.A.
https://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Dijkstra,%20H.P.
https://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Dijkstra,%20H.P.
https://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Egmond,%20M.R.
https://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Egmond,%20M.R.
https://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Lutz,%20M.
https://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Lutz,%20M.
https://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Klein%20Gebbink,%20R.J.M.
https://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Klein%20Gebbink,%20R.J.M.
https://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Gros,%20P.
https://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Gros,%20P.
https://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=van%20Koten,%20G.
https://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=van%20Koten,%20G.

OE2 Glu45 Soc 130: 10512-
NE2 His114 10514.
OE1 Glu45
22G9 Ferritin  mutant Pd(allyl) complex (CsHsPd) 1.75 SG Cys126
H114A SG Cys48
ND1 His49
3Fl6 Ferritin  mutant Pd ions 1.8 SG Cys48 Ueno, T., Abe, M.,
H49A 0OD2 Asp38 Hirata, K., Abe, S.,
NE2 His124 Suzuki, M.,
NE2 His173 Shimizu, N.,
NE2 His114 Yamamoto, M.,
275P Ferritin Pd ions 1.65 SG Cys126 Takata, M.,
OE1 Glu130 | Watanabe,
OE2 Glu130 | Y.(2009) J Am
SG Cys48 Chem Soc 131:
OE1 Glu45 5094-5100.
NE2 His114
NE2 His49
2Z5Q Ferritin Pd ions 2.1 ND1 His173
OE1 Glu45
NH2 Arg52
SG Cys126
NE2 His114
OE1 Glu53
2Z5R Ferritin Pd ions 2.5 NE2 His124
SG Cys48
NE2 His114
OE1 Glul36
OE2 Glul36
NH1 Arg64
NH2 Arg64
3BZ4 Fab22-4 Pd ions 1.8 O Asp 1 (E) Vulliez-Le
N Asp 1 (E) Normand, B., Saul,
OD1 Asp 1 | F.A, Phalipon, A,
(E) Belot, F.,
OAsp1(A) Guerreiro, C.,
N Asp 1 (A) Mulard, L.A.,
3C6S Fab22-4 Pd ions 1.8 N Asp 1 (A) Bentley,
OAsp1(A) G.A.(2008)  Proc
N Asp 1 (E) Natl Acad Sci U S
OAsp1(E) | A105:9976-9981.
OD1 Asp 1
(A)
1KS4 Endoglucanase Pd ions 2.5 OE1 Glulle Khademi, S.,
SD Met118 Zhang,
NE2 His46 D.,
N Val33 Swanson
0O Val33 , S.M.,
Wartenb
erg, A,
Witte, K.,
Meyer,
E.F.
(2002) Acta
Crystallo
gr D Biol
Crystallo
gr.
58:660-

667.



http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Khademi,%20S.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Zhang,%20D.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Zhang,%20D.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Swanson,%20S.M.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Swanson,%20S.M.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Wartenberg,%20A.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Wartenberg,%20A.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Witte,%20K.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Meyer,%20E.F.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Meyer,%20E.F.

Table S4. Structures of Lysozyme adducts with Pt compounds reported in the Protein Data Bank.

PDB Pt compound Resolut Pt- Reference
c ion pro
0 (A) tei
d n
€ int
era
cti
on
(<
2.5
A)
5IH derivative of a 1.75 ND1 Hildebrandt, J., Hafner, N., Gorls,
g platin(l1) His H., Kritsch, D., Ferraro,
compound 15 G., Durst, M., Runnebaum,
containing a O, S I.B., Merlino, A., Weigand,
bidentate ligand W. (2016) Dalton Trans 45:
5113 derivative of a 1.78 ND1 18876-18891.
platin(l1) His
compound 15
containing a O, S
bidentate ligand
5ILC derivative of a 1.75 ND1
platin(11) His
compound 15
containing a O, S (A)
bidentate ligand ND1
His
15
(B)
SILF derivative of a 1.85 ND1
platin(ll) His
compound 15
containinga O, S
bidentate ligand
5M Cisplatin 1.90 ND1 Helliwell, J. R. and Tanley S. W.
1 His M.. Preprint: Atomic
Y| 15 resolution  X-ray  crystal
1LK structure of cisplatin bound
R to hen egg white lysozyme
40 stored for 5 years ‘on the
V] shelf’. (2016) DOI:
9 https://doi.org/10.5281/zen
5LX Cisplatin 1.0 ND1 0d0.155068
V 5 year on the shelf His | Not available
15
NE2
His
15
NH1
Arg
14
NH2
Arg
14
513 Cisplatin 1.7 ND1 Helliwell, J.R., Schreurs, A.M.M.,
H His Kroon-Batenburg, L.M.J., Tanley,
4DD 15 S.
4 NE2 (2016) ArXiv
His
15
N Lysl
Nz
Lys

96



http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Hildebrandt,%20J.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Hafner,%20N.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Gorls,%20H.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Gorls,%20H.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Kritsch,%20D.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Ferraro,%20G.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Ferraro,%20G.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Durst,%20M.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Runnebaum,%20I.B.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Runnebaum,%20I.B.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Merlino,%20A.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Weigand,%20W.
http://www.rcsb.org/pdb/search/smartSubquery.do?smartSearchSubtype=AdvancedAuthorQuery&exactMatch=false&searchType=All%20Authors&audit_author.name=Weigand,%20W.

NZ
Lys
33

5131

Cisplatin

1.7

ND1
His
15
NE2
His
15
NH2
Arg
14
N Lysl
Nz
Lys
96
Nz
Lys
33

5H

Cisplatin

0.98

ND1
His
15
NE2
His
15
N Lysl

5HQ

Cisplatin

1.0

ND1
His
15
NE2
His
15

515

Cisplatin

1.0

ND1
His
15

51D

Cisplatin

1.0

ND1
His
15
NE2
His
15

Tanley, S.W.M., Helliwell, J.R.
(2016) Struct Dyn. 3: 037101.

5F9

Cisplatin

1.85

ND1
His
15
NE2
His
15
NH1
Arg
14

5F9

Cisplatin

1.94

ND1
His
15
NE2
His
15
NH1
Arg
14

5FC

Cisplatin

1.55

ND1
His
15
NE2
His
15
NH1
Arg

Ferraro, G., Pica, A., Russo
Krauss, 1, Pane, F.,
Amoresano, A., Merlino, A.

(2016) J.Biol.Inorg.Chem. 21:
433-442.

S5HL

Cisplatin

1.7

ND1

Tanley, S.W., Schreurs, A.M.,,




His Kroon-Batenburg, L.M.,
15 Helliwell, J.R.
NE2 (2016) Acta Crystallogr.,Sect.F
His 72: 253-254,
15
NH2
Arg
14
5H Carboplatin 1.30 ND1 Tanley, S.W., Schreurs, A.M.,
His Kroon-Batenburg, L.M.,
15 Helliwell, J.R.
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Figure S1. Ribonuclease activity of RNase A and of the investigated RNase A-metal compound adducts. The enzymatic activity
on yeast RNA has been evaluated by measuring the variation of absorbance at 300 nm as function of time upon addition of
the protein to the yeast RNA sample. Results for RNase A are reported in black, whereas those for the free compounds
used as controls are in red. Experiments have been performed using the Kunitz method?! in 0.05 M sodium acetate buffer
at pH 5.5 at different protein to metal molar ratios.

M. Kunitz, Journal of Biological Chemistry 1946, 164, 563—568.



